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Es3in-vad
53 FEFIT K DBRIF K OutbreakiZ 31F 5 R PIRAE
EEREAERE 7 — R TR B by, HR R A T
LI

Ve IR STH N D AJF BE 2> B B R IT I B 7 A v AR 28 (BRY) RS O B 4 Ji tH 3 &
ofz, REFTAHE LI ZABRFTOBERTHCHRBEITNICEEDOTFRIERENND Z LM
HBA L7,

ZOREDCHREHER, #EE, MMEBLXOREFICHTIHEIMVAELER L, =

DOFER D, 2704 OHBsHL . HBsHLIR, ASTM NALTEE O MLk MR 2 % 124 15 B K24 B R
Be CHEMT D ENARESN, Yt ¥ —TiH284 OBBYE 12\ CREM R B2 17 72
> 77,

Flo, EHEEB XOENEIEREFTOMBIC L VEFRES EITL TiThbhui,

HBVX v U 7 ORI E & TEBRIAT R EH O — MR YR & ORI 21772 5 7% . HBc
PURAi 3 L O HBe(IgM)FL iRl 2 I E L7z, S B2, HBV Bix 1 O R E ik % ik - fiEhr 3
% 72 PCRE L Wsequensez (T o7z, £ LT, VA /LADNAD & IEEY| Z RT3 25 2 &I
X0, UANARMOMEREMEICZOWCEEMICHRFTT 2729, primergk st & FEMi L7,

MEB L OFE

Mg : EEERKPM TR S, -30CICHERFE SN B2 R L7z,

HBcHL/E : M P HBCHLIA DO R EIZPHAIEIZ L V1T 72~ T,

HBcHL & (IgM) : L3 FHBcHL I (IgM) D JI & IXELISAYE T 72 > 7=,

DNAHEH : iy S ODNAD JEAE - 4 BfE 1XQIAamp Ultra-Sense®Virus KitTiT72 - 7=,

PCR : HBViE s - SiE 1k © geneSD BRI T HERRE © [31D HFILEIZHE U, 432bp IR+ 25 77 A
~ —HBVpF& ("HBVpR%Z i\, DNASHH ONERE L LT -/ 27 U L iltiE T 0262bp%
HES 5 B-GFXNB-GRD 2 7 F 4 ~—%HAWVWTIT/ o7,

pre coreds X Wcore(pre-C/C)fE Tk @ gene pre-C K U'geneC D B g (X HEA[1]D HFIEIC
1T > 7=M. sense primer(Z- 2 TlE, Okamoto s [2]Dprimera & H L T, 5§f€ﬁﬁ4ﬁ1ﬁﬂ®3%§
B2 THi 5 % il 2 7-PCCF(5'-TCTTTGTACTAGGAGGCTGTAGGC-3") % L /-, antisense
primer!{XPCCR% H\\\ 7=, HEIEEY 1X74TbpTH - 7=,

Sequence : BigDye Terminator (vl. 1)JEIZ X VT o 7=,

T BARENT - HBVIR L 0 R AT 13 Vector NT1Z W Clr A 51 (N-) TiT7e o 72,

primerg% &t : PCRCHMH%., fENT L7234 O BHE O RIS % 5512, Data base TBlastii 3 417 -
7=, Data baselZ &%k X417-10 sequense & 344 D H & DsequenseZ LV TVector NTHZ K 0 fi##r
Z ATV @ 7o ¥ FE AL 8] (consensus) #457-, Z D consensus % & primerik it &2 F i L 72,
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B #&

HBcHLiE : #1 HBCcHLIE (IgM) : %2

DNAHH : 7= 7V VBl 2R LT,

PCR : HBVi& s St 2 g9 5 7 7 4 ~ —HBVpF & HBVpR. ¥ X Upre-C/CHE Nk % 4
g4 %77 A4 ~—PCCF&PCCREHWTHIAD U A /L 2B An T 2 MR L 75 R . 28F K
D HI0KEEN S Z N F 4328 L TATHH B O BN R OHIE N HER S iz,

RAGEAHAEYT © Sequencetk O RIBHFNT DOFEF., PCREGYE DK D 5 6 IR (K A3 [F] — o g F i 51|
EHEE S AL, URIRN B ARSI TH o T2,

primerg% &t : AT S 7zconsensus D HE FLAL A & L IC G L 72 I~ X DAL Dprimer setsid,
LORIAT _RCTOY > T THIEE R L, 3, 0009 O M HELS % fEAT ATHE T o - 72,

(#£3)

zZ £

HBVIXHepadona virusiZ437#H S AL HDNAY A )L AT, ZDODNAIZERSY 2 A DOBIRFEEN S 72 5
#13,2000 K% &6, 4 ->0Dopen reading frame73>51‘%ﬁkéh1b\éo

HARTIIHBVIR A EIX1005 ALL EEHEE ST Y | AR BRIEER LORE Z2HEO—>T
b5,

HUHBCHLIAAM & HIHBC(IgM)FLIAAMIZ L 0 | 1BMERFR(FF v U 7 ) D RMERIE & — B PR O 2
BRITFR & OERINFRETH -7,

PCRi5 L U'Sequensets O R AFAT Tl KiE 4 [n] b S % 72 O IZHBVIE s 1~ O ShiFlik(geneS) &
pre-C/Cfilii(gene pre-C/C) @ 2 FHISAMHIE ATRE T d - 7=,

Y FEEC S FRAT £ D SR TN Tl geneSE L ('gene pre-C/CO2FEIR & . IR AN R — D FLEd
FIEHEE S, VRIRDN 72 RS Th - T2,

HBV D g 53.2kbp® 9 6 SHEIk S K OPre c/cfHik DRI 2kbpD H % 5 — 4y e 325 Z LI &
S Th, 172D OD%ETﬁﬁﬁ%ﬁ 92 EITARETH o 7oA, HBVDJEYEFFHE CIX AELEORIED

bV BRSO RICE YD . EEIZHBT 2230 ETH T,
Z D=, HBVAHE RS %ﬁ%ﬁﬁ‘é 7o OprimeraX st 217V, BAUF R R %%Lﬂ]l{ﬁ 726 DHB
ViBE T OB 21T L7 R, & Toprimer setsTHPID /N> ROFERR . OTETFIZ XK D

PR ICIEH CTE 5 2 LR S LT,

X, A EIOHBY Outbreak DEEFITld, FEAEDIEF N HE @ﬁﬁg}g IZE D F TITHED
ERFRZETIEH THomZ L, HBVF v U 7 L[| %ﬁ)%li{%ﬂ“éﬁm . BEETBIRO
H I Z I CE ez & BB LT,

FZLTC, BRTHMRELTOUV I FUEEOBEEELH OO TR SN T=FH Th -7,

X B

[T]$EARTE— « HRERAR, 530 I 5 %), 310-315(1995)

[2]Okamoto H. et al:J Gen Virol, 69, 2575-2583(1988)

[3]dEfE . REFRLE, HAE. RAREZ, REWH., MG, SHT. RIEHFE IR,

31(8). 875-880 (1990)
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# 1 HB c HUmiRlEss &

BEF HBcHUA(E(2") HBc-IgM ${A i R AR
casel3d >12

casel4 -

caseld <2

case 9 <2

casel0 >12 =B

casell <10 =B

case 6 >12 [l—
casel2 <2

case?28 >12 [@—
casel9 <11

case29 <9

casel? <9

casel8 >12 835
case20 >12

casel6 <10

case25 >12 =B

case21 >12

case22 <11

case26 <10

case27 <10

case23 >12 =& a]—
case 1 >12 [&]—
case 2 >12 [&]—
case 4 >12 &% a—
case 5 >12 [&14E = —
case 7 >12 =& &l —
case 8 >12 =& &l —
caseMT <H

-36-




Es3in-vad

P B AESRE T —FTl 8 37 B PRk 27 25

# 2 HB c HEIgMFAA

1 2 3 4 5
casel3d case28 case21 case b
0.0190 0.0180 0.0070 0.0310 0.6240
casel4 casel9 case22 case 7
0.0270 0.0190 0.0190 0.0240 0.1750
caseld case29 case26 case 8
0.0230 0.0150 0.0200 0.0600 0.1160
case 9 casel7 case27 caseMT
0.5860 0.0120 0.0260 0.0480 0.0340
casel0 casel8 case23
0.6060 0.1110 0.0360 0.1320 -
casell case20 case 1
0.5830 0.1770 0.0310 0.0320 -
case 6 casel6 case 2
- 0.0330 0.0250 0.0510 -
casel?2 case25 case 4
- 0.0160 0.1240 0.6680 -

N.C. : ABC=0.0230
P.C.: DEF=0.5917
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# 3 EHIERSIRH D7D primer sets( I ~X 1II)

Primer sets 1 : Product of length 343
Contains region of the molecule from 1 to 343

Sense Primer:

CTCCACAACATTCCACCAA

Length: 19 Tm:485C GC:47.4

dH: -136.4 kcal/mol  dS: -350.7 cal/mol  dG: -30.1 kcal/mol
Antisense Primer:

GGTTGGTGAGTGATTGGA

Length:18 Tm:45.1C GC:50.0

dH: -127.1 kcal/mol  dS: -327.3 cal/mol  dG: -27.7 kcal/mol

Antisense Primer—R:
CCAACCACTCACTAACCT
Length:18 Tm:45.1C GC:50.0
dH: -127.1 kcal/mol  dS: -327.3 cal/mol  dG: -27.7 kcal/mol

Primer sets Il : Product of length 335
Contains region of the molecule from 295 to 629

Sense Primer:

GTGTCCTGGCCAAAATTC

Length: 18 Tm:47.2C GC:50.0

dH: -138.5 kcal/mol  dS: -358.3 cal/mol  dG: -29.9 kcal/mol
Antisense Primer:

CGAAAGCCCAGGATGATG

Length: 18 Tm:51.0C GC:55.6

dH: -141.2 kcal/mol  dS: -361.7 cal/mol  dG: -31.6 kcal/mol

Primer sets Il : Product of length 331
Contains region of the molecule from 563 to 893

Sense Primer:

TGTTGCTGTACAAAACCTTC

Length: 20 Tm: 45.2C GC: 40.0

dH: -144.0 kcal/mol  dS: -376.9 cal/mol  dG: -29.8 kcal/mol
Antisense Primer:

CCAATTACATATCCCATG

Length: 18 Tm:39.9C GC: 38.9

dH: -132.9 kcal/mol  dS: -350.4 cal/mol  dG: -26.6 kcal/mol
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Primer sets IV :  Product of length 329
Contains region of the molecule from 844 to 1172

Sense Primer:

AAAACCAAACGTTGGGGC

Length: 18 Tm:52.2C GC:50.0

dH: -152.7 kcal/mol  dS: -393.4 cal/mol  dG: -33.6 kcal/mol
Antisense Primer:

AGACCTGACCGTTGCCGG

Length: 18 Tm:55.6 C GC: 66.7

dH: -145.9 kcal/mol  dS: -369.8 cal/mol  dG: -33.9 kcal/mol

Primer sets V :  Product of length 320 (rating: 153)
Contains region of the molecule from 1114 to 1433

Sense Primer:

GCCTTTCTGTGTAAACAA

Length: 18 Tm: 40.0C GC: 38.9

dH: -131.7 kcal/mol  dS: -346.7 cal/mol  dG: -26.6 kcal/mol
Antisense Primer:

GGGACGTAGACAAAGGAC

Length: 18 Tm: 43.4C GC:55.6

dH: -133.3 kcal/mol  dS: -347.5 cal/mol  dG: -27.9 kcal/mol

Primer sets VI :  Product of length 333 (rating: 126)
Contains region of the molecule from 1387 to 1719

Sense Primer:

TGTGCTGCCAACTGGATCCT

Length:20 Tm:55.3C GC:55.0

dH: -149.5 kcal/mol  dS: -380.4 cal/mol  dG: -34.3 kcal/mol
Antisense Primer:

CACAGTCTTTGAAGTATG

Length: 18 Tm:33.5C GC: 38.9

dH: -119.2 kcal/mol  dS: -316.5 cal/mol  dG: -23.1 kcal/mol

Primer sets VI :  Product of length 321
Contains region of the molecule from 1654 to 1974

Sense Primer:
ATAAGAGGACTCTTGGACTCTC
Length: 22 Tm:45.4C GC: 455
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dH: -154.0 kcal/mol  dS: -406.1 cal/mol  dG: -31.1 kcal/mol
Antisense Primer:

GGAAAGAAGTCAGAAGGC

Length: 18 Tm:43.1C GC:50.0

dH: -135.4 kcal/mol  dS: -354.1 cal/mol  dG: -28.0 kcal/mol

Primer sets VIl :  Product of length 333
Contains region of the molecule from 1900 to 2232

Sense Primer:

CATGGACATTGACCCGTAT

Length:19 Tm:475C GC:47.4

dH: -139.7 kcal/mol  dS: -361.5 cal/mol  dG: -30.1 kcal/mol
Antisense Primer:

CCAAAAGTAAGACAGGAA

Length: 18 Tm: 39.2C GC: 38.9

dH: -132.7 kcal/mol  dS: -350.7 cal/mol  dG: -26.4 kcal/mol

Primer sets IX :  Product of length 339
Contains region of the molecule from 2165 to 2503

Sense Primer:

GTCAATGTTAATATGGGCCT

Length:20 Tm:45.9C GC: 40.0

dH: -153.0 kcal/mol  dS: -402.4 cal/mol  dG: -31.2 kcal/mol
Antisense Primer:

GTAGAAGAATAAAGCCCAGT

Length:20 Tm:424C GC:40.0

dH: -151.3 kcal/mol  dS: -402.1 cal/mol  dG: -29.6 kcal/mol

Primer set X : Product of length 317
Contains region of the molecule from 2457 to 2773

Sense Primer:

CCTTGGACTCATAAGGTGGGAA

Length:22 Tm:54.6 C GC:50.0

dH: -167.5 kcal/mol  dS: -432.8 cal/mol  dG: -36.7 kcal/mol
Antisense Primer:

ATGCCAGCCTTCCACAGAGT

Length:20 Tm:53.5C GC:55.0

dH: -151.5 kcal/mol  dS: -388.3 cal/mol  dG: -33.9 kcal/mol
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Primer set X1 : Product of length 314
Contains region of the molecule from 2675 to 2988

Sense Primer:

GCCCTTAGATAAAGGCAT

Length: 18 Tm:435C GC:44.4

dH: -146.5 kcal/mol  dS: -386.4 cal/mol  dG: -29.5 kcal/mol
Antisense Primer:

GGGGTTGAAGTCCCAATC

Length: 18 Tm: 48.6 C GC:55.6

dH: -140.1 kcal/mol  dS: -361.4 cal/mol  dG: -30.6 kcal/mol

Primer sets X II : Product of length 286
Contains region of the molecule from 2927 to 3212

Sense Primer:

ATCACCAGTTGGACCCTG

Length: 18 Tm:47.0C GC:55.6

dH: -131.2 kcal/mol  dS: -337.2 cal/mol  dG: -28.9 kcal/mol
Antisense Primer:

CACTGCATGGCCTGAGGA

Length: 18 Tm:52.3C GC:61.1

dH: -133.9 kcal/mol  dS: -339.1 cal/mol  dG: -31.0 kcal/mol

Sense Primer—R:
TAGTGGTCAACCTGGGAC
Length: 18 Tm:47.0C GC:55.6
dH: -131.2 kcal/mol  dS: -337.2 cal/mol  dG: -28.9 kcal/mol
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