IV R BRI AR H 1R



ERBEBRIE AR HIE R (FRETHAH)

R B HH A7 i M OV RN AR SERE LR ) (2 JE D & | il oD IR IR B S5 O Bl R A == (E
WM omlRAas S (B#) 285, £ ORREEREBEICE T2 2 LIi2k by, BREDOm
RO TG L, BYEREDO TR NEALDORIEE B E T 5,

X G IR B

P R S R T B AR A T

MSTATBOE NESLREA R Jem AR
MSTATENE NE ST S BRBE 7 At
MSTATBOE NENDRBAE 8 R o 7 — R AR
WIHMSATEIEN  EERERE 7 — i AR D
ISTATEE NI SR PEREHE R i TR A =
FEHER R bR A B R

(05 AT F e ST e A A
FEHERRRT R A E R v 7 — BRI AT

NEMETEN R IRAERES < M ERR R AR

40



HA FRARERRB &R
EERMEEEE S~
A 10HESR FAX:0952-30-5033
HEARE A 6EH e-mailkansen—i@pref.saga.lgjp
SR RE 1BkH 6153 ) SRHE: RE (05 SR B ( 534 ) _ SNSH: bRk 1Bik# ( 29621)
FRES i ] FRESR ity [ann] FEES it [annoe] FRESR P
305 |Escherichia coli 5% i1 EHEC/VTEC 9 101 i 3 001|Escherichia coli i1 001 | Escherichia coli 909
093 |Escherichia coli BERE ETEC] 0 208| Campylobacter jejuni 18 118 jlus i 003 Typhi
092 |Escherichia coli {#BALE EIEC 209 Campylobacter coli 030| Neisseria meningitidis 004| Salmonella Paratyphi A
094|Escherichia coli FRAME MAZ EPEC 13 023| Campylobacter jejuni/coli #8313 | 194] 106| Listeria monocytogenes 1 426/ Salmonella_spp. 4
095|Escherichia coli 1D T HIR 241|MRSA 33 241|MRSA 2 118 jlus i 8
003 Typhi 024 Staphylococcus aureus MRSALLSH) 75 024| Staphylococcus aureus MRSALLSH)) 2 030/ Neisseria
004 Salmonella Paratyphi A 025| Clostridum perfringens 4 032| Streptococeus B 503 | Listeria monocytogenes 6
005/ Salmonella 02 026| Clostridum botulinum,E 381|PRSP/PISP 102| Pseudomonas aeruginosa 142
006 04 20 027 Clostridum botulinum E L5+ 038|Streptococcus pneumoniae (PRSP/PISPLL#}) 241|MRSA 179
007 o7 51 028| Bacillus cereus At 16 0 024| Staphylococcus aureus (MRSALLSY) 226
008| Salmonetla 08 1 Shigella dysenteriae E () 421| Staphylococous A7) Tt B 499
009 Salmonetla 09 8 Shigella flexneri () 1 032| Streptococcus B 49
010 0946 Shigella boydii () SRHE BT/ AENR RIA( 27192) 381|PRSP/PISP 2
201 013,19 090| Sigella sonnei ] FREA gt [wnni| | 038[streptococcus preumoniaePRSP/PISPLISH) 13
014 Salmonella 013 091|Shigella___ BETEA 037| Bordetella pertussis 422| Anaerobes 143
015 Salmonella 018 041| Entamoeba histolytica 118 jlus i 169 042| Plasmodium spp.
016 LEUSDE( ) 1 042| Cryptosporidium spp. 030| Neisseria 116| Vibrio vulnificus
017 BT 2 043| Giardia lamblia 031| St A 112 a5t 2180 0
503|Listeria monocytogenes 1 501|ROTA virus 3 381|PRSP/PISP 40
018| Yersinia enterocolitica 5 502[ADENO virus 11 038|Streptococcus neumoniac (PRSP/PISPIASH) 93 SRR R BRI ( 14842 )
019| Vpseudotuberculosis a5t 483 0 036| Corynebacterium diphtheriae HBRES AR ||
405| V.cholerae O1:El Tor.Ogawa CT(+) 504 virus A 1303 109| Mycobacterium tuberculosis 55
406/ V.cholerae 01l Tor,0gawa,CT(-) SRH SRR BB 2091) 505 virus,AorB 704 110|Mycobacterium avium-intracellulare complex 177
407 | Vicholerae O1:El TorInaba,CT(+) BRER o 506|RS virus. 159 119| Klebsiella pneumoniae 1194
408| V.cholerae O1:El Torlnaba,CT(-) 001 Escherichia coli 67 &bt 2580 0 118 jlus ir 412
409| Vicholerae O1:Classical.Ogawa,CT(+) 119| Klebsiella 25 039 3
410| Vicholerae O1Classical,Ogawa,CT(-) 118 i SRENH: R BRAM( 5439) 102| Pseudomonas aeruginosa 1699
411| Vicholerae O1Classicalinaba CT(+) 030|Neisseria FREE il [mnneg| | 241|MRSA 1583
412| Vicholerae O1Classicallnaba,CT(-) 102 17 029 | Neisseria gonorrhoeae 1 024| Staphylococcus aureus (MRSALLSY) 1217
413| Vicholerae 0139.CT(+) 163| Mycobacterium spp. 032| Streptococeus B 338 031| Streptococcus A 20
414 Vicholerae 0139.CT(-) 241|MRSA 38 179| Chlamydia trachomatis 032| Streptococeus B 522
415| Vicholerae 01801395454 024 Staphylococcus aureus (MRSALASH) 50] 124| Ureaplasma 381|PRSP/PISP 45
022| Vibrio parahaemolyticus 2 421| Staphylococcus A7) -t BEME 39 425| Candida albicans 162 038| Streptococcus pneumoniae(PRSP/PISPLLSH) 182
104| Vibrio fluvialis 381|PRSP/PISP 162 vaginalis 422| Anaerobes 40
15| Vibrio mimicus 038 streptococcus pneumoniae (PRSP /PISPILSY) &t 501 0 125| Mycoplasma pneumoniae 37
116| Vibrio vulnificus 422| Anaerobes 101 &t 7186 0
206| Aeromonas hydrophila 2 125
207| Aeromonas sobria 3 116| Vibrio vulnificus R K - BEK - BB E
111|Aeromonas hydrophita/sobria BRI 3 23 aEt 337 0 VEISE : SR B U IREA A D D H R
MRSA;methicillin-resistant S.aureus TEE IR RERSABLUTREN DM
PRSP:penicillin-resistant S.pneumoniae T 0 : B D PRE TR E 4B (5 3) 1
PISP;penicillin-intermediate resistant S,pneumoniae
et FReERHRAEHRES
ERAWBERE L 5—
WA 10/EER FAX:0952-30-5033
HERNE SMmeE 1A e-mail:kansen-j@pref.saga.lgjp
SEHH: KE BRAE( 487 ) SBHH: KE (D) SN R BAER( 45 ) S hiE A% ( 2584 )
FRES R [ FRER o FREA i || FEEA i ||
305 | Escherichia coli BBttt EHEC/VTEC 101|Plesiomonas sigelloides 001 Escherichia coli 001|Escherichia coli 64
093 |Escherichia coli HFFME ETEC] 208| Campylobacter jejuni 1 118| Haemophilus influenzae 003 Salmonella Typhi
092 | Escherichia coli 1#B A EIEC 209| Campylobacter coli 030| Neisseria meningitidis 004 Salmonella Paratyphi A
094 |Escherichia coli FHEKIHMMAR EPEC 023| Campylobacter jejuni/coli FHI €T 6 106| Listeria monocytogenes 426/ Salmonella_spp. 1
095| Escherichia coli #D T FIRHE 241|MRSA 2 241|MRSA 118| Haemophilus influenzae
003| Salmonella Typhi 024| Staphylococcus aureus (MRSALLSY) 7 024 Staphylococcus aureus(MRSALASH) 030| Neisseria meningitidis
004| Salmonella Paratyphi A 025| Clostridum perfringens 032| Streptococcus B 503| Listeria monocytogenes
005| Salmonella 02 026/ C/ tulinum,E 381|PRSP/PISP 102 16
006 | Salmonella 04 027| Clostridum botulinum EAS} 038 Streptococcus pneumoniae (PRSP/PISPELSH) 241[MRSA 20|
007 | Salmonella 07 4 028|Bacillus cereus h 0 0| | 024|Staphylococcus aureus(MRSALASY) 25
008| Salmonella 08 Shigella dysenteriae % ( ) 421 Staphylococcus A7) -t B 51
009 | Salmonella 09 Shigella flexneri  E(_ ) 032| Streptococcus B 4
010| Salmonella 09,46 Shigella boydii B( ) STREAR TSR/ MOANE  BRiRE( 3323 ) 381|PRSP/PISP 2
201| Salmonella 013,19 090 Shigella sonnei FREA i [mnnsa| | 038 o)
014| Salmonella 013 091| Shigella #TH 037| Bordetella pertussis 422| Anaerobes 14]
015| Salmonella 018 041|Entamoeba histolytica 118 jlus i 10 042| Plasmodium spp.
016| Salmonella £FRLUSNDE( ) 042| Cryptosporidium spp. 030| Neisseria meningitidis 116| Vibrio vulnificus
017| Salmonella B8] 043| Giardia lamblia 031 Streptococcus A 21 At 197 0
503 Listeria monocytogenes 501|ROTA virus 1 381|PRSP/PISP 3
018| Yersinia enterocolitica 1 502| ADENO virus 2 038 treptococcus pneumoniae (PRSP/PISPELSH) 1 M BB BB 1407 )
019| Ypseudotuberculosis it 24 0 036| Corynebacterium diphtheriae BRESR sy |mnmea]
405| V.cholerae O1:El Tor,Ogawa,CT(+) 504|influenza virus A 208 109| Mycobacterium tuberculosis 6
406 V.cholerae O1El Tor,OgawaCT(-) 5 REAR: R R 184 ) 505|Influenza virus.AorB 190 110|Myeobacterium avium-intracellulare complex 17
407| Vicholerae O1:El TorInaba,CT(+) BRESR #Bitigh [wnwes| | 506|RS virus 119| Klebsiella pneumoniae 108
408| V.cholerae O1E| Tor,Inaba,CT(-) 001|Escherichia coli 12 At 433 0| | 118|Haemophilus influenzae 38|
409| V.cholerae O1Classical Ogawa,CT(+) 119| Klebsiella pneumoniae 4 039|Legionella
410| V.cholerae O1:Classical,0gawa,CT(-) 118| Haemophilus influenzae S EME RAK( 499 ) 102| Pseudomonas aeruginosa 157
411| Vicholerae O1:ClassicallnabaCT(+) 030| Neisseria meningitidis RRES R |Et i 241|MRSA 156
412| V.cholerae O1Classical Inaba CT(-) 102| Pseudomonas aeruginosa 3 029| Neisseria gonorrhoeae 024| Staphylococcus aureus(MRSALASH) 129
413| Vicholerae 0139.CT(+) 163| Mycobacterium spp. 032| Streptococcus B 28 031| Streptococcus A 4
414| V.cholerae 0139.CT(-) 241|MRSA 1 179| Chlamydia trachomatis 032| Streptococcus B 49
415| V.cholerae 018&0139L45% 024| Staphylococcus aureus MRSALLS}) 9 124| Ureaplasma 381|PRSP/PISP 5
022| Vibrio parahaemolytious 421| Staphylococcus A7) 5t BEHE 2 425| Candida albicans 15 038 Streptococcus pneumoniae (PRSP/PISPELS) 18
104| Vibrio fluvialis 381|PRSP/PISP 162| Trichomonas vaginalis 422| Anaerobes 1
115| Vibrio mimicus 038 |streptococcus pneumoniae(PRSP/PISPLLSN) &H 43 0 125| Mycoplasma pneumoniae
116| Vibrio vulnificus 422| Anaerobes 10 &% 688 [
206 | Aeromonas hydrophila 125| Mycoplasma pneumoniae
207| Aeromonas sobria 116| Vibrio vulnificus BRI : Ok - UK - B SRR E
111|Aeromonas hydrophila/sobria #RIHY AF 41 0 IREE : IHEE R U B IREEA D DF

MRSAmethicillin-resistant S.aureus
PRSP;penicillin-resistant S,pneumoniae
PISP;penicillin-intermediate resistant S.pneumoniae
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VR ERE. REWRSIRB LU T RENLOMH

FEED: PP AREIRE 1B (£ 3) 1)

1 FRABRLHRRBE R
EERMEEEE S~
HEHA 10HE 8% FAX:0952-30-5033
HEAE 4 6&E 2% e-mailkansen-j@pref.saga.lgjp
SR RE Bk 527 ) SRHH: RE (DT AW A B 33 ) __ SNHH: bk k#2229 )
FRES i ] FRESR ity [ann] FEES it [annoe] FRESR P
305| Escherichia coli B Hi it EHEC/VTEC 101 i 001|Escherichia coli 001 | Escherichia coli 53
093 |Escherichia coli BERE ETEC] 208| Campylobacter jejuni 118 jlus i 003 Typhi
092 |Escherichia coli {#BALE EIEC 209 Campylobacter coli 030| Neisseria meningitidis 004| Salmonella Paratyphi A
094|Escherichia coli FRAME MAZ EPEC 1 023| Campylobacter jejuni/coli #8513 6 106| Listeria monocytogenes 426/ Salmonella_spp.
095|Escherichia coli 1D T HIR 241|MRSA 3 241|MRSA 118 jlus i
003 Typhi 024 Staphylococcus aureus MRSALLSH) 3 024| Staphylococcus aureus MRSALLSH)) 030/ Neisseria
004 Salmonella Paratyphi A 025| Clostridum perfringens 1 032| Streptococeus B 503 | Listeria monocytogenes 1
005/ Salmonella 02 026 Clostridum botulinum,E 381|PRSP/PISP 102| Pseudomonas aeruginosa 10
006 04 2 027 Clostridum botulinum E L5+ 038|Streptococcus pneumoniae (PRSP/PISPLL#}) 241|MRSA 26
007 o7 1 028| Bacillus cereus At 0 0| | 024 Staphylococcus aureus MRSALLSH) 33
008| Salmonetla 08 Shigella dysenteriae E () 421 Staphylococcus A7 5 BatE 57
009 Salmonetla 09 Shigella flexneri B () 032| Streptococeus B 4
010 0946 Shigella boydii () SRHE BT/ AENR IRIAH( 2852 ) 381|PRSP/PISP
201 013,19 090 Shigella sonnei ] FREA gt [wnni| | 038[streptococcus preumoniaePRSP/PISPLISH) 4
014 Salmonella 013 091|Shigella___ BETEA 037| Bordetella pertussis 422| Anaerobes 17
015 Salmonella 018 041| Entamoeba histolytica 118 jlus i 15 042| Plasmodium spp.
016 LRUSNDBE( ) 042| Cryptosporidium spp. 030| Neisseria 116 Vibrio vulnificus
017 BT 043| Giardia lamblia 031| St A 10 a5t 205 0
503|Listeria monocytogenes 501|ROTA virus 381|PRSP/PISP 1
018| Yersinia enterocolitica 502|ADENO virus 1 038 treptococcus pneumoniae (PRSP/PISPILSY) 2 SMHH R BAB( 1164 )
019| Vpseudotuberculosis a5t 19 0 036| Corynebacterium diphtheriae HBRES AR ||
405| V.cholerae O1:El Tor.Ogawa CT(+) 504 virus. A 19 109| Mycobacterium tuberculosis 3
406/ V.cholerae 01l Tor,0gawa,CT(-) SRH SRR BB 139 ) 505 virus,AorB 361 110|Mycobacterium avium-intracellulare complex 1
407 | Vicholerae O1:El TorInaba,CT(+) BRER o 506|RS virus. 1 119| Klebsiella pneumoniae 74
408| V.cholerae O1:El Torlnaba,CT(-) 001 |Escherichia coli 6 =h 409 0 118 jlus ir 27
409| Vicholerae O1:Classical.Ogawa,CT(+) 119| Klebsiella 2 039
410| Vicholerae O1Classical,Ogawa,CT(-) 118 i SRENH: R B 444 ) 102| Pseudomonas aeruginosa 116
411| Vicholerae O1Classicalinaba CT(+) 030|Neisseria FREE il [mnneg| | 241|MRSA 150
412| Vicholerae O1Classicallnaba,CT(-) 102 029 | Neisseria gonorrhoeae 024| Staphylococcus aureus (MRSALLSY) 96
413| Vicholerae 0139.CT(+) 163| Mycobacterium spp. 032| Streptococeus B 24 031| Streptococcus A 1
414 Vicholerae 0139.CT(-) 241|MRSA 5 179| Chlamydia trachomatis 032| Streptococeus B 48
415| Vicholerae 01801395454 024| Staphylococcus aureus MRSALLSH) 3 124| Ureaplasma 381|PRSP/PISP 4
022| Vibrio parahaemolyticus 421 | Staphylococous A7Y 5—t FEtE 1 425| Candida albicans 13 038| Streptococcus pneumoniae(PRSP/PISPLASY) 11
104| Vibrio fluvialis 381|PRSP/PISP 162 vaginalis 422| Anaerobes 4
15| Vibrio mimicus 038 streptococcus pneumoniae (PRSP /PISPILSY) &t 37 0| | 125(Mycoplasma pneumoniae
116| Vibrio vulnificus 422| Anaerobes 3 &t 545 0
206| Aeromonas hydrophila 125
207| Aeromonas sobria 116| Vibrio vuinificus R K - BEK - BB E
111|Aeromonas hydrophila/sobria TR ¥ 1 &5t 20 [ FEE : VH A K NS IREE D S D #
MRSA;methicillin-resistant S.aureus TEE IR RERSABLUTREN DM
PRSP:penicillin-resistant S.pneumoniae T 0 : B D PRE TR E 4B (5 3) 1
PISP;penicillin-intermediate resistant S,pneumoniae
et FReERHRAEHRES
ERAWBERE L 5—
WA 10/EER FAX:0952-30-5033
BENE SM6&E 3AS e-mail:kansen-j@pref.saga.lgjp
_ SEMHKE ks ( 405 ) SBHH: KE (D) SN R BAERK( 45 ) _ SEHH:hE B ( 2284 )
BRESA B |wnReE FRER i |wne BRESA i |mnmE BRESR o il
305 | Escherichia coli BBttt EHEC/VTEC 1 101|Plesiomonas sigelloides 001 Escherichia coli 001|Escherichia coli 70|
093 |Escherichia coli HFFME ETEC] 208| Campylobacter jejuni 1 118| Haemophilus influenzae 003 Salmonella Typhi
092 | Escherichia coli 1#B A EIEC 209| Campylobacter coli 030| Neisseria meningitidis 004 Salmonella Paratyphi A
094 |Escherichia coli FHEKIHMMAR EPEC 023| Campylobacter jejuni/coli FHI €T 8 106| Listeria monocytogenes 426/ Salmonella_spp.
095| Escherichia coli #D T FIRHE 241|MRSA 2 241|MRSA 118| Haemophilus influenzae 1
003| Salmonella Typhi 024| Staphylococcus aureus (MRSALLSY) 8 024 Staphylococcus aureus(MRSALASH) 030| Neisseria meningitidis
004| Salmonella Paratyphi A 025| Clostridum perfringens 032| Streptococcus B 503| Listeria monocytogenes
005| Salmonella 02 026/ C/ tulinum,E 381|PRSP/PISP 102 11
006 | Salmonella 04 2 027| Clostridum botulinum EASH 038 Streptococcus pneumoniae (PRSP/PISPELSH) 241[MRSA 19
007 | Salmonella 07 2 028|Bacillus cereus h 0 0| | 024|Staphylococcus aureus(MRSALASY) 10
008| Salmonella 08 Shigella dysenteriae % ( ) 421| Staphylococcus ATY Tt &M 44
009 | Salmonella 09 Shigella flexneri  E(_ ) 032| Streptococcus B
010| Salmonella 09,46 Shigella boydii B( ) SN THSR/ AR BRAB( 2343 ) 381|PRSP/PISP
201| Salmonella 013,19 090 Shigella sonnei FREA i [mnnsa| | 038 o)
014| Salmonella 013 091| Shigella #TH 037| Bordetella pertussis 422| Anaerobes 5
015| Salmonella 018 041|Entamoeba histolytica 118 jlus i 15 042| Plasmodium spp.
016| Salmonella £FRLUSNDE( ) 042| Cryptosporidium spp. 030| Neisseria meningitidis 116| Vibrio vulnificus
017| Salmonella B8] 043| Giardia lamblia 031 Streptococcus A 10 &5 160) 0
503 Listeria monocytogenes 501|ROTA virus 381|PRSP/PISP 1
018| Yersinia enterocolitica 1 502|ADENO virus 038 treptococcus pneumoniae (PRSP/PISPELSH) 4 M BB B 1183 )
019| Ypseudotuberculosis it 25 0 036| Corynebacterium diphtheriae BRESR sy |mnmea]
405| V.cholerae O1:El Tor,Ogawa,CT(+) 504|influenza virus A 14 109| Mycobacterium tuberculosis 7
406 V.cholerae O1El Tor,OgawaCT(-) SRR E : R RIS 160 ) 505|Influenza virus.AorB 137 110|Myeobacterium avium-intracellulare complex 14]
407| Vicholerae O1:El TorInaba,CT(+) BRESR it [wieg| | 506|RS virus 4 119| Klebsiella pneumoniae 89
408| V.cholerae O1E| Tor,Inaba,CT(-) 001|Escherichia coli 3 At 185 0| | 118|Haemophilus influenzae 20|
409| V.cholerae O1Classical Ogawa,CT(+) 119| Klebsiella pneumoniae 1 039|Legionella
410| V.cholerae O1:Classical,0gawa,CT(-) 118| Haemophilus influenzae _ SBHMH . EME BIEE( 441 ) 102| Pseudomonas aeruginosa 124]
411| Vicholerae O1ClassicalInaba CT(+) 030| Neisseria meningitidis FREA i [mnnia | 241 MRSA 130
412| V.cholerae O1Classical Inaba CT(-) 102| Pseudomonas aeruginosa 1 029| Neisseria gonorrhoeae 024| Staphylococcus aureus(MRSALASH) 113
413| Vicholerae 0139.CT(+) 163| Mycobacterium spp. 032| Streptococcus B 22 031| Streptococcus A
414| V.cholerae 0139.CT(-) 241|MRSA 4 179| Chlamydia trachomatis 032| Streptococcus B 35
415| V.cholerae 018&0139L45% 024| Staphylococcus aureus MRSALLS}) 2 124| Ureaplasma 381|PRSP/PISP
022| Vibrio parahaemolytious 421| Staphylococcus A7) 5t BEHE 1 425| Candida albicans 13 038 Streptococcus pneumoniae (PRSP/PISPELS) 12
104| Vibrio fluvialis 381|PRSP/PISP 162| Trichomonas vaginalis 422| Anaerobes 6
115| Vibrio mimicus 038 |streptococcus pneumoniae(PRSP/PISPLLSN) &H 35 0 125| Mycoplasma pneumoniae
116| Vibrio vulnificus 422| Anaerobes 5 &% 550 [
206 | Aeromonas hydrophila 125| Mycoplasma pneumoniae
207| Aeromonas sobria 116| Vibrio vulnificus BRI : Ok - UK - B SRR E
111|Aeromonas hydrophila/sobria #RIHY AF 17 0 IREE : IHEE R U B IREEA D DF
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e FRAeARERRBEE
EERWEREL S
E- 8 {0 10HEER FAX:0952-30-5033
HERE <M 6 4B e-mailkansen-j@pref.saga.lzjp
SHERH: RE B 445 ) SEHH: RE (D) SMEE WK BB 41 ) _ ARHE:hE RIEB( 2460 )
HRES ity [anno] FREA it ] FEES it ] FEES i [l
305 Escherichia coli 5 & Mt EHEC/VTEC 101 001]| Escherichia coli 001| Escherichia coli 88
093| Escherichia coli BFERIE ETEC) 208 c: jejuni 1 118 003 Typhi
092|Escheriohia coli EBATE EIEC 209 Campylobacter coli 030| Neisseria meningitidis 004| Salmonella Paratyphi A
094|Escherichia coli FERAMEM AR EPEC 1 023 Campylobacter jejuni/coli R € 3 106| Listeria monocytogenes 426 Salmonella spp.
095| Escherichia coli #0 T #1 B 241|MRsA 2 241|MRSA 2 118 2
003] Typhi 024 aureus MRSALLSY) 7 024 Staphylococcus aureus MRSALLSH) 030| Neisseria
004| Salmonella Paratyphi A 025| Clostridum perfringens 032| Streptococeus B 503 Listeria monocytogenes
005| Salmonella 02 026 Glostridum botulinum,E 381|PRSP/PISP 102| Pseudomonas aeruginosa 7
006 04 1 027 Clostridum botulinum E A5 038 streptococcus pneumoniae (PRSP/PISPLLSH) 241|MRSA 32
007] o7 1 028| Bacillus cereus At 2 0| | 024 Staphylococcus aureus (MRSALLSY) 12
008| Salmonella 08 Shigella dysenteriae E () 421 Staphylococcus A7 Tt BatE 29
009| Salmonella 09 Shigella flexneri __ E () 032| Streptococeus B 6
010, 0946 Shigella boydii B RN AR/ RER RS 2203 ) 381|PRSP/PISP
201 01,319 090| Sigella sonnei HEESA i [wnes| | 038[streptococcus pneumoniaePRSP/PISPIISY)
014| Salmonella 013 091| Shigella BAH 037| Bordetella pertussis 422| Anaerobes 6
015 Salmonella 018 041| Entamoeba histolytica 118 jlus ir 23 042| Plasmodium spp.
016 LRUSNOB(C ) 042| Cryptosporidium spp. 030| Neisseria 116| Vibrio vulnificus
017 BT 043| Giardia lamblia 031| Streptococcus A 13 &t 182 [
503| Listeria monocytogenes 501[ROTA virus 381|PRSP/PISP 4
018| Yersinia enterocolitica 502[ADENO virus 038|Streptococcus pneumoniac (PRSP/PISPELSH) 15 SME: R RIS 1220 )
019| Ypseudotuberculosis &t 17 0| |_036| Corynebacterium dphtheriae HERES P
405| V.cholerae O1:El Tor.Ogawa.CT(+) 504 virus A 5 109| Mycobacterium tuberculosis 4
406| V.cholerae O1:El Tor,Ogawa,CT(-) DWHE: FEME B 177 ) 505 virusAorB 1" 110|Mycobacterium avium=intracellulare complex 16
407| Vicholerae O1:El TorInaba CT(+) HREA b | wwE| 506|RS virus. 18 119| Klebsiella pneumoniae 95
408| V.cholerae O1:El Torlnaba.CT(-) 001| Escherichia coli 2 &t 89 of | 118 47
409| Vicholerae O1:Classical Ogawa,CT(+) 119| Klebsiella 2 039
410 V.cholerae O1:Classical,Ogawa GT(-) 118 i SRS RS B 458 ) 102| Pseudomonas aeruginosa 121
411| Vicholerae O1:Classicallnaba,CT(+) 030| Neisseria meningitidis k] i [mnee] [ 241|MRsA 128
412| Vicholerae O1:ClassicallnabaCT(-) 102 029| Neisseria gonorrhoeae 024| Staphylococcus aureus MRSALAS}) 100
413| Vicholerae 0139.CT(+) 163| Mycobacterium spp. 032| Streptococcus B 24 031| Streptococcus A 3
414 Vicholerae 0139.CT(-) 241|MRSA 1 179| Chlamydia trachomatis 032| Streptococeus B 38
415| Vicholerae 01801395451 024| Staphylococcus aureus MRSALAS}) 2 124| Ureaplasma 381|PRSP/PISP 1
022| Vibrio parahaemolyticus 421 ATY Tt 7 425| Candida albicans 14 038|streptococcus pneumoniae (PRSP/PISPLLS) 20
104| Vibrio fluvialis 381|PRSP/PISP 162 vaginalis 422| Anaerobes 2
115| Vibrio mimicus 038 streptococcus pneumoniae (PRSP/PISPILSY) At 38 0| | 125 Mycoplasma pneumoniae
116| Vibrio vulnificus 422| Anaerobes 6 &% 575 [
206| Aeromonas hydrophila 125
207| Aeromonas sobria 116| Vibrio vulnificus BRI 0K - K - BAER RS
111)| Aeromonas hydrophila/sobria FH1 €4 1 At 20 0 REE : IREA R U IREE NS D FH
MRSAmethicillin-resistant S.aureus MER: ER. RERS BB LU TRENDDH:
PRSP:penicillin-resistant S.pneumoniae R : P BRE T E 4B (552 ¥
PISP:penicillin-intermediate resistant S.pneumoniae
a1 FREABRHKRB|EE
EERHEEE LI
MM 10HERR FAX:0952-30-5033
HEANE SH 65 5AS e-mail:kansen-i@pref.saga.lgjp
R 446 ) SEHH: RE(O5F) SN R B BB 54 ) _ SmwH % BB ( 2672 )
B [ BREE i |[wrno) FREE B [Eorno FREE AR BT
305|Escherichia coli 5% HilutE EHEC/VTEC 101 z 001| Escherichia coli 001| Escherichia coli 89
093|Escherichia coli H IR ETEC 208 Campylobacter jejuni 1 118 i 003| Salmonella Typhi
092|Escherichia coli ##BANE EIEC| 209| Campylobacter coli 030| Neisseria 004 Paratyphi A
094|Escherichia coli FRAM B Mk EPEC 2 023| Campylobacter jejuni/coli BRI ¢ 14 106| Listeria monocytogenes 1 426| Satmonella spp
095| Escherichia coli 10 FHIEE 241|MRSA 2 241|MRSA 118 i 2
003| Salmonella Typhi 024 Staphylococcus aureus(MRSALLSY) 5 024| Staphylococous aureus(MRSALLS}) 030| Neisseria meningitidis
004| Salmonella Paratyphi A 025| Clostridum perfringens 032| Streptococcus B 503 Listeria monocytogenes
005| Salmonella 02 026| Clostridum botulinum,E 381|PRSP/PISP 102| Pseudomonas aeruginosa 19
006| Salmonella 04 027 Clostridum botulinum E LS4 03 ) 241|MRsA 6
007| Salmonella 07 1 028| Bacillus cereus At 1 0| | 024|Staphylococcus aureus(MRSALLSH) 13
008 Salmonella 08 Shigella dysenteriae E () 421| Staphylococous A7 5t BatE 44
009| Salmonella 09 1 Shigella flexneri B () 032| Streptococcus B 7
010| Salmonelia 09,46 Shigella boydii B ) M O/ MMEIR  R{AH( 2080 ) 381[PRSP/PISP
201| Salmonella 01,319 090| Shigella sonnei BRES R [erma| 038|streptococcus pneumoniae (PRSP/PISPELSH)
014| Salmonella 013 091|Shigella_ BEFH 037| Bordetella pertussis 422| Anaerobes 14
015| Salmonella 018 041| Entamoeba histolytica 118| Haemophilus influenzae 8 042| Plasmodium spp.
016/ Saimonella EFRLISA DB ) 042| Cryptosporidium spp. 030| Neisseria meningitidis 116| Vibrio vulnificus
017 Satmonella B783 043| Giardia lamblia 031 Streptococcus A 10 & 196 0
503| Listeria monocytogenes 501[ROTA virus 1 381|PRSP/PISP 5
018| Yersinia enterocolitica 1 502[ADENO virus 1 038|streptococcus pneumoniae (PRSP/PISPLLS) 19 SRS ER AR 1351 )
019| Vpseudotuberculosis &t 33 0] 036 Corynebacterium diphtheriae ] HRES R |ErrE|
405| V.cholerae O1:EI TorOgawaCT(+) 504]nfl JirusA 2 109| Mycobacterium tuberculosis 4
406| V.cholerae O1:El Tor,Ogawa,CT(-) SWHH: BENR B 217 ) 505 virus.AorB 1 110| Mycobacterium avium-intracellulare complex 17
407| V.cholerae O1:E| TorInaba CT(+) FRER B |BREE| 506|RS virus 21 119| Klebsiella 115
408| Vicholerae O1:El TorInabaCT(-) 001| Escherichia coli 6 Bt 66 of | 118 i 40
409| V.cholerae O1:Classical.OgawaCT(+) 119| Kebsiella 3 039 e
410 V.cholerae O1:Classical Ogawa,CT(-) 118 Z _ SEAE- NS BAK( 479 ) 102| Pseudomonas aeruginosa 144
411| Vicholerae O1:Classical InabaCT(+) 030| Neisseria RREE B |nmeE | 241|MRSA 122
412| Vicholerae O1Classicalinaba,CT(-) 102| Pseudomonas aeruginosa 029| Neisseria gonorrhoeae 1 024| Staphylococcus aureus(MRSALAS}) 101
413| Vicholerae 0139,CT(+) 163| Mycobacterium spp. 032 Streptococcus B 31 031| Streptococcus A 1
414| Vicholerae 0139.CT(-) 241|MRsA 4 179| Chlamydia 032| Streptococcus B 39
415| Vicholerae 0180139515} 024 Staphylococcus aureus(MRSALLSY) 4 124 Ureaplasma 381|PRSP/PISP 3
022 Viibrio parahaemolyticus 421| Staphylococous A7 5t BatE 5 425| Candida albicans 12 038 streptococcus pneumoniae (PRSP/PISPLLSL) 19
104| Vibrio fluvialis 381|PRSP/PISP 162 77 vaginalis 422| Anaerobes 14
115| Vibrio mimicus 038 streptococcus pneumoniae (PRSP/PISPLLS) it 44 0| | 125|Mycoplasma pneumoniae
116| Vibrio vulnificus 422| Anaerobes 13 &t 619 0
206 Aeromonas hydrophila 125| Mycoplasma pneumoniae
207| Aeromonas sobria 1 116 | Vibrio vulnificus BRI 0K - K - BRI E
111|Aeromonas hydrophila/sobria FEHIE 3 3 & 35 0 OREE : IREE R U RIREEAND D
MRSAmethicillin-resistant S.aureus BEgE AR, RERSIES LU TREN SO

PRSP;penicillin-resistant S.oneumoniae
PISP;penicillin

resistant
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Ha

FRARLRREB/ER

e Hpe
HENE

10MEER
SM6E 6AS

ERRHERRE -
FAX:0952-30-5033

e-mail kansen—j@pref.saga.lgjp

R R B 463 ) SWHH: RE (OTF) SWHE: HB BAMC 49 ) __ SNHH h& kB ( 2632 )
FRES iwitan [wrmns BRES iwitan ] FRES ity [mnn] BRES i [wrnns
305 Escherichia coli 5 & iM% EHEC/VTEC 101 001 Escherichia coli 001| Escherichia coli 76
093 Escheriohia coli HFFIE ETEC 208 jejuni 5 118 003 Typhi
092|Escherichia coli $HHBAE EIEC 209| Campylobacter coli 030| Neisseria 004| Salmonella Paratyphi A
094|Escherichia coli FERABEMAL EPEC 2 023| Campylobacter jejuni/coli B 28 106 Listeria monocytogenes 426| Salmonella spp.
095| Escherichia coli 0 FHIRE 241|MRSA 1 241|MRSA 118
003 Typhi 024 Staphylococous aureus MRSALLSH) 5 024 Staphylococcus aureus MRSALLSH) 030| Neisseria
004| Salmonella Paratyphi A 025| Clostridum perfringens 032| Streptococcus B 503| Listeria monocytogenes
005| Salmonella 02 026/ Clostridum botulinum,E 381|PRSP/PISP 102| Pseudomonas aeruginosa 15
006 04 027 Clostridum botulinum ESh 038 Streptococcus pneumonias PRSP/ PISPLASH) 241|MRSA 8
007 o7 3 028 Bacillus cereus &t [ 0| [ 024 Staphylococcus aureus(MRSALLSH) 26
008| Salmonella 08 Shigella dysenteriae %1 ( ) 421| Staphylococous A7) -t BEtE 41
009| Salmonella 09 1 Shigella flexneri ___ B(_) 032| Streptococeus B 5
010 09.46 Shigella boydii B ) SWHH EW/BER BRI 1854 ) 381|PRSP/PISP
201 01319 090| Shigella sonnei ] FRES igitisg [annis| | 038 Streptococcus preumonias PRSP/PISPLLS) 1
014| Salmonella 013 091|Shigella BT 037| Bordetella pertussis 422| Anaerobes 5
015 Salmonella 018 041| Entamoeba histolytica 118 ilus i 17 042| Plasmodium spp.
016 ERUSOBRC ) 042 Cryptosporidium spp. 030| Neisseria 116 Vibrio vulnificus
017 ] 043 Giardia lamblia 031] Streptococous A 12 &t 177 0
503| Listeria monocytogenes 501|ROTA virus 381|PRSP/PISP 4
018| Yersinia enterocolitica 502 | ADENO virus 1 038 Streptococcus pneumoniae (PRSP/PISPLISH) 5 SRES R B 1218 )
019, At 49 0| | 036|Corynebacterium diphtheriae T FEREA it el
405| V.cholerae O1:El TorOgawa,CT(+) 504 virus A 3 109| Mycobacterium tuberculosis 4
406| V.cholerae O1:El Tor,Ogawa,CT(-) SR R BAR( 220 ) 505 virus,AorB 110| Mycobacterium avium=intracellulare complex 12
407 V.cholerae O1:El Torlnaba,CT(+) HERES witisk [snkag] | 506|RS virus 27 119| Klebsiella pneumoniae 107
408| V.cholerae 01:El Torlnaba,CT(-) 001 Escherichia coli 4 &5t 68 of | 18 24
409| V.cholerae 01:Classical,Ogawa,CT(+) 119| Klebsiella 039
410| Vicholerae O1:Classical,OgawaGT(-) 118 i/ ST R B 494 ) 102| Pseudomonas aeruginosa 147
411| Vicholerae O1:ClassicallnabaCT(+) 030| Neisseria meningitidis FRES B [mnmez| | 241|MRSA 119
412 Vicholerae O1:Classicallnaba,CT(-) 102 1 029 Neisseria gonorrhoeae 024| Staphylococous aureus(MRSALLSH) 88
413 Vicholerae 0139.CT(+) 163| Mycobacterium spp. 032] Streptococous B 30 031| Streptococcus A 2
414 Vicholerae 0139.CT(-) 241|MRSA 1 179 Ch i 032| Streptococeus B 33
415 Vicholerae 0180139115+ 024 Staphylococcus aureus MRSALAS}) 4 124| Ureaplasma 381|PRSP/PISP 3
022| Vibrio parahaemolyticus 421 Staphylococcus 7Y - Btk 9 425| Candida albicans 21 038| Streptococcus preumonias PRSP/PISPLLSH) 27
104| Vibrio fluvialis 381|PRSP/PISP 162 vaginalis 422 Anaerobes 1
115| Vibrio mimicus 038 Streptococcus pneumoniae (PRSP/PISPELSA) &t 51 0| | 125 Mycoplasma pneumoniae
116| Vibrio vulnificus 422| Anaerobes 9 &% 567 0
206| Aeromonas hydrophila 125
207| Aeromonas sobria 116 Virio vulnificus R K - BOK - AR A E
111[Aeromonas hydrophita/sobria 133 3 &t 28 0 URER : IREE R U IREA D S DO 4
MRSA;methicillin-resistant S.aureus B AR RERSABIUTREN>OH K
PRSP;penicillin-resistant S,oneumoniae FEER: PR PRE T E B (5 30) 1
PISP;penicillin-intermediate resistant S.pneumoniae
1 FRERHRAE S #
EERMEREE S
WA 10/85% FAX:0952-30-5033
HEAR SMeE 7TAS e-mail:kansen—j@pref saga.lgjp
SR KB BiFM( 588 ) SIHEAH: KB (D5F) SREMH : B BAR( 51 ) SRS : Mk B ( 2802 )
HREASZ i [wrl BRES L e HREASZ ity | HREAL S
305|Escherichia coli B Mt EHEC/VTEC 2 101| Plesiomonas sigelloides 001 Escherichia coli 11 001 Escherichia coli 80
093|Escherichia coli HFBHE ETEC 208| Campylobacter jejuni 1 118 Haemophilus influenzae 003 Salmonella Typhi
092|Escherichia coli #HBALE EIEC 209| Campylobacter coli 030 Neisseria meningitidis 004 Salmonella Paratyphi A
094|Escherichia coli FIRAB M MEL EPEC 2 023| Campylobacter jejuni/coli R € 29 106 | Listeria monocytogenes 426/ Salmonella spp.
095| Escherichia coli 0 FH#IFE 241|MRSA 7 241|MRSA 118 lus i
003| Salmonella Typhi 024| Staphylococcus aureus(MRSALLSH) 8 024 Staphylococcus aureus MRSALASH) 1 030| Neisseria meningitidis
004| Salmonella Paratyphi A 025 Clostridum perfringens 032| Streptococcus B 503| Listeria monocytogenes 2
005| Salmonella 02 026 Clostridum botulinum,E 381|PRSP/PISP 102| Pseudomonas aeruginosa 10
006| Salmonella 04 1 027| Clostridum botulinum EX\g% 038 Streptococcus pneumoniae (PRSP/PISPELSY) 241[MRsA 12
007| Salmonella 07 4 028| Bacillus cereus &t 12 0| | 024|Staphylococcus aureus(MRSALLSH) 13
008| Salmonella 08 Shigella dysenteriae E () 421 Staphylococous 7Y 7 et 40
009| Salmonella 09 2 Shigella flexneri B () 032| Streptococcus B 4
010| Salmonella 09,46 Shigella boydii () SRR R/ R R 2144 ) 381|PRSP/PISP
201| Salmonella 01319 090 Shigella sonnei BRES ity [wnnia| [ 038 )
014| Salmonella 013 091| Shigella BERH 037| Bordetella pertussis 422| Anaerobes 11
015| Salmonella 018 041| Entamoeba histolytica 118 i 28 042 A jum spp.
016| Saimonella LERIUSNDE( ) 042| Cryptosporidium spp. 030| Neisseria meningitidis 116| Vibrio vulnificus
017| Salmonella BB 2 043| Giardia lamblia 031 Streptococcus A 15 &5 172 0
503| Listeria monocytogenes 501[ROTA virus 381|PRSP/PISP 7
018| Yersinia enterocolitica 502| ADENO virus 1 038 |Streptococcus pneumoniae (PRSP/PISPELSY) 16 SRAE:BE iR 1278 )
019| Ypseudotuberculosis Bt 61 0 036 | Corynebacterium diphtheriae BRES B |
405| Vicholerae O1:El Tor.Ogawa,CT(+) 504 virus.A 19 109| Mycobacterium tuberculosis 7
406| V.cholerae O1:El Tor,Ogawa,CT(-) SN B W& A% 187 ) 505 virus.AorB 1 110|Mycobacterium avium-intracellulare complex 15
407| Vicholerae O1:El TorInaba,CT(+) HRES B [B4KGE | 506|RS virus 47 119| Klebsiella pneumoniae 107
408| Vicholerae O1:El TorlnabaCT(-) 001| Escherichia coli 5 &t 133 of | 118 lus ir 30
409| Vicholerae 01:Classical.Ogawa,CT(+) 119| Klebsiella pneumoniae 1 039| Legionella pneumophila 2
410| Vicholerae 01:Classical.Ogawa,CT(-) 118 Haemopbhilus influenzae SEHE EME B 441 ) 102| Pseudomonas aeruginosa 133
411| Vicholerae O1:Classicallnaba CT(+) 030| Neisseria meningitidis BRER R |E i 241|MRSA 126
412| Vicholerae O1:ClassicalInaba,CT(-) 102| Pseudomonas aeruginosa 029 Neisseria gonorrhoeae 024 Staphylococcus aureus(MRSALAS}) 96
413| Vicholerae 0139,0T(+) 163| Mycobacterium spp. 032| Streptococcus B 28 031| Streptococcus A 1
414| Vicholerae 0139,0T(-) 241|MRSA 1 179| Chlamydia trachomatis 032| Streptococcus B 48
415| Vicholerae 0180139115+ 024| Staphylococcus aureus(MRSALLSH) 3 124| Ureaplasma 381|PRSP/PISP 4
022 Viibrio parahaemolyticus 421| Staphylococcus 7Y Tt Bt 7 425| Candida albicans 14 038 Streptococcus preumoniae PRSP/PISPELSH) 11
104| Vitrio fluvialis 381|PRSP/PISP 162| Trichomonas vaginalis 422| Anaerobes 3
115| Vibrio mimicus 038 streptococeus pneumonias (PRSP /PISPLSY) At 42 0| | 125|Mycoplasma pneumoniae
116| Vibrio vulnificus 422| Anaerobes 10 &5 583 0
206| Aeromonas hydrophila 125| Mycoplasma pneumoniae
207| Aeromonas sobria 16| Vibrio vulnificus R MK - Bk BET RS
111|Aeromonas hydrophita/sobria BRI 2 &t 27 0 IREE : REE K U S IREE D D

MRSA;methicillin-resistant S.aureus

PRSP;penicillin-resistant S.pneumoniae

PISP;penicillin-intermediate resistant S.pneumoniae
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#t FRERHRIBRE R
EERMEREEE -
HEHR 10ME5% FAX:0952-30-5033
HRERE < 64 8A S e-mail:kansen—j@pref.saga.lgjp
SN RE A 476 ) SRR R (DDF) SRR TR BB 57 ) M mE kB ( 2500 )
FRES g [mrn] FEESA mitiag ] FRER imitiag ] FRER i [
305 | Escherichia coli B i f1{% EHEC/VTEC 1 101 001| Escherichia coli 001| Escherichia coli 70
093 Escherichia coli BFEIRTE ETEC 208 jejuni 1 18 003 Typhi
092|Eschorichia coli $MIB AL EIEC 209| Campylobacter coli 030| Neisseria meningitidis 004| Salmonella Paratyphi A
094 Escherichia coli FHRAMHMAR EPEC 023 Campylobacter jejuni/coli HHI 3 17 106| Listeria monocytogenes 426| Salmonella spp. 1
095| Escherichia coli #5.D FHIRE 241|MRSA 2 241|MRSA 18 2
003 Typhi 024 st 6 024 Staphylococous aureus(MRSALLSY) 030| Neisseria
004| Salmonella Paratyphi A 025| Clostridum perfringens 032| Streptococcus B 503| Listeria monocytogenes
005| Salmonella 02 026| Clostridum botulinum,E 381|PRSP/PISP. 102| Pseudomonas aeruginosa 11
006 04 3 027| Clostridum ELLSH 038 streptococcus pneumoniac (PRSP/PISPLLSE) 241[MRSA 8
007 o7 7 028 Bacillus cereus &3t [ 0| [ 024|Staphylococcus aureus MRSALLSH) 22
008| Salmonella 08 1 Shigella dysenteriae E( ) 421| Staphylococous A7 5 BatE 46
009| Salmonella 09 1 Shigella flexneri __ B(_) 032| Streptococeus B 7
010 09.46 Shigella boydii B ) SYRENR RN/ MER R 2380 ) 381|PRSP/PISP
201 01,319 090| Shigella sonnei ] FRES i [anwss| [ oss )
014| Salmonella 013 091 Shigella____ BFRBA 037| Bordetella pertussis 422| Anaerobes 9
015| Salmonella 018 041|Entamoeba histolytica 18 jlus i 13 042| Plasmodium spp.
016 LREUSAOBC ) 042| Cryptosporidium spp. 030| Neisseria 16| Vibrio vulnificus
017 BB 043| Giardia lamblia 031| Streptococcus A 2 Bt 176 0
503| Listeria monocytogenes 501[ROTA virus 381|PRSP/PISP. 7
018| Yersinia enterocolitica 502| ADENO virus 038 ) 7 SYRESTEL: g HBikE( 1342 )
019, a8t 47 0| [ 036]Corynebacterium diphtheriae ] FREZ i [arnna]
405| V.cholerae O1:EI Tor,OgawaCT(+) 504|Influenza virusA 6 109| Mycobacterium tuberculosis 5
406/ V.cholerae O1:El Tor,Ogawa,CT(-) BEHm 177 ) 505|Influenza virus,AorB. 110| Mycobacterium avium-intracellulare complex 20
407 V.cholerae O1:El TorInabaCT(+) i [minoz| | 506]Rs virus 30 119| Klebsiella pneumoniae 115
408| V.cholerae O1:El TorInabaCT(-) 001|Escherichia coli 7 &t 65 of | 118 38
409| V.cholerae O1:Classical Ogawa,CT(+) 119| Klebsiella 2 039) n
410| Vicholerae O1:Classical,Ogawa,CT(-) 118| Haemophilus influenzae SRESH R HBIRE( 444 ) 102| Pseudomonas aeruginosa 168
411| Vicholerae O1:ClassicalInaba,CT(+) 030|Neisseria o 1 FREE s [wania | 241|MRSA 133
412| V.cholerae O1:ClassicalInaba CT(-) 102 2 029/ Neisseria gonorrhoeae 024| Staphylococous aureus(MRSALLSY) 112
413 Vcholerae 0139.CT(+) 163| Mycobacterium spp. 032] Streptococcus B 32 031 Streptococcus A 1
414 Vcholerae 0139.CT(-) 241|MRSA 2 179| Chlamyd 032| Streptococeus B 46
415 Vicholerae 0180139544 024| Staphylococcus aureus(MRSALLSH) 6 124| Ureaplasma 381|PRSP/PISP 2
022| Vitrio parahaemolytious 1 421 A7) TR 3 425 Candida albicans 10 03 454 10
104| Vibrio fluvialis 381|PRSP/PISP 162 vaginalis 422| Anaerobes
115| Vibrio mimicus 038|Streptococcus pneumoniae (PRSP/PISPIASY) &5t 42 0 125| Mycoplasma pneumoniae 17
116 Vibrio vuinificus 422| Anaerobes 6 & 667 0
206 Aeromonas hydrophila 125|4
207| Aeromonas sobria 2 116| Vibrio wulnificus TR MK - R - BB AR
111|Aeromonas hydrophila/sobria FRI€ 3 5 = 28| 0 IFEE : REA R U SIFFEN S DT E
MRSAmethicillin-resistant S.aureus Ve B RERSIRBLUTREND DM
PRSP;penicillin-resistant S.pneumoniae REER : PR ERPRE T E IR (55)
PISP;penicillin-intermediate resistant S.pneumoniae
Al ARARHRARB S #
EERBEREE -
HEWME 108 8% FAX:0952-30-5033
BERE SHeE IAS e-mailkansen-j@pref.sagalgp
SHHH: RE ks ( 583 ) SHHE: RE (D5 SMME K BAK( 47 ) _ SNHE h# B ( 2138 )
FRES R [ FEER ol FEER R [t FEER el
305 | Escherichia coli B HffE EHEC/VTEC 1 101| Plesiomonas sigelloides 001|Escherichia coli 001 Escherichia coli 79
093 |Escherichia coli HFREHE ETEC] 208| Campylobacter jejuni 2 118 Haemophilus influenzae 003 Salmonella Typhi
092/ Escherichia coli #8HHBAE EIEC 209| Campylobacter coli 030| Neisseria meningitidis 004 Salmonella Paratyphi A
094|Escherichia coli R RME AL EPEC 2 023| Campylobacter jejuni/coli F3I €3 21 106| Listeria monocytogenes 426/ Salmonella spp. 2
095| Escherichia coli 1 FFIRE 241|MRSA 1 241|MRSA 118|Haemophilus influenzae
003 Salmonella Typhi 024 Staphylococcus aureus MRSALLSH) 6 024 Staphylococcus aureus(MRSALLS}) 030| Neisseria meningitidis
004 Salmonella Paratyphi A 025/ Clostridum perfringens 032| Streptococcus B 503| Listeria monocytogenes 2
005/ Salmonella 02 026/ Clostridum botulinum,E 381|PRSP/PISP 102|Pseudomonas aeruginosa 12
006/ Salmonella 04 027 Clostridum botulinum EXL5% 038|streptococcus pneumoniae (PRSP/PISPLLSH) 241|MRsA 21
007| Salmonella 07 12 028 Bacillus cereus 0 0| | 024|Staphylococcus aureus(MRSALLS}) 18
008| Salmonella 08 Shigella dysenteriae % () 421 Staphylococcus A7Y' T Btk 43
009| Salmonella 09 1 Shigella flexneri __ E( ) 032| Streptococcus B 1
010| Sa/monella 09,46 Shigella boydii B ) SRESTH ERT/ MEE ARGRKE( 1293 ) 381|PRSP/PISP
201 Salmonella 013,19 090| Shigella sonnei BRES #gitigh [wnkirs| | 038|streptococcus preumonias (PRSP/PISPLISE) 2
014) Salmonella 013 091| Shigella BTH 037| Bordetella pertussis 422|Anaerobes 19
015 Salmonella 018 041| Entamoeba histolytica 118 7 042/ Plasmodium spp.
016/ Salmonella LERUSNDE( ) 1 042| Cryptosporidium spp. 030| Neisseria 116 Vibrio vulnificus
017| Salmonella B8 043 Giardia lamblia 031| Streptococcus A 6 &it 199 0
503| Listeria monocytogenes 1 501 [ROTA virus 1 381[PRSP/PISP
018| Yersinia enterocolitica 1 502|ADENO virus 038|streptococcus pneumoniae (PRSP/PISPEISH) 6 SRPH: EH BiFs( 1108 )
019| Y pseudotuberculosis &t 54 0 036| Corynebacterium diphtheriae BRES R [mrme|
405| V.cholerae O1:El TorOgawa,CT(+) 504 virusA 4 109| Mycobacterium tuberculosis 4
406| Vicholerae O1:El Tor,Ogawa,CT(-) SEHH: FiK RIS 152 ) 505 virus,AorB 110|Mycobacterium avium-intracellulare complex 12
407| V.cholerae O1:El Torlnaba,CT(+) FRES it [saes| | 506|RS virus 7 119 Klebsiella pneumoniae 75
408 V.cholerae O1:El Torlnaba,CT(-) 001 Escherichia coli 6 &t 30 0| | 118|Haemophilus influenzae 32
409| V.cholerae O1Classical,Ogawa CT(+) 119| Klebsiella pneumoniae 1 039| Legionella pneumophila
410| Vicholerae O1Classical Ogawa,CT(-) 118 jlus ir SN RS RikE( 408 ) 102| Pseudomonas aeruginosa 135
411| V.cholerae O1:Classicalnaba,CT(+) 030| Neisseria meningitidis HRESR B |ERTE 241|MRSA 139
412| V.cholerae O1ClassicalInabaCT(-) 102| Pseudomonas aeruginosa 1 029|Neisseria gonorrhoeae 024 Staphylococcus aureus MRSALLSH) 88
413| Vicholerae 0139,CT(+) 163| Mycobacterium spp. 032| Streptococcus B 28 031| Streptococcus A 2
414| V.cholerae 0139,CT(-) 241|MRSA 7 179| Chlamydia trachomatis 032 Streptococcus B 44
415| Vicholerae 01 &0139115% 024 Staphylococcus aureus MRSALLSH) 6 124| Ureaplasma 381|PRSP/PISP 4
022| Vibrio parahaemolyticus 421 Staphylococeus A7 Tt BatE 1 425| Candida albicans 16 038 Streptococcus pneumonias (PRSP/PISPLSY) 14
104| Vibrio fluvialis 381|PRSP/PISP 162| Trichomonas vaginalis 422| Anaerobes 1
115| Vibrio mimicus 0, &t 44 0| | 125|Mycoplasma pneumoniae 15
116| Vibrio vulnificus 422| Anaerobes 4 &5t 565 0
206| Aeromonas hydrophila 125| Mycoplasma pneumoniae
207| Aeromonas sobria 116| Vibrio vulnificus SRR - K - HEOK - BRI B AL
111|Aeromonas hydrophila/sobria FRI ¢4 4 it 26 0 REE: IREE R SR IHEEA S DA

MRSAmethicillin-resistant S.aureus
PRSP;penicillin-resistant .oneumoniae
PISP:penicillin

resistant

45

W B, RERBIABLUTRENLOHH

P AR - PR ADPRETREIRA (538) Y



mailto:kansen-j@pref.saga.lg.jp
mailto:kansen-j@pref.saga.lg.jp

X FREBLERRBE X
EERWEREE 5~
HEME 10HEER FAX:0952-30-5033
BERE 4 6% 10A % e-mailkansen-j@pref.saga.lg.jp
STMEP R R BAM( 597 ) SRHE: RE (D) ST TR BAEMC 32 ) S MR mE BiFR( 2497 )
HRES it [mnnon) FEES it [mrnn) FEESA it [mnnon] FEESA ik [wrnn]
305 Escherichia coll B & HiM i EHEC/VTEG 3 101 1 001|Escherichia coli 001|Escherichia coli 101
093 Escheriohia coli ERE ETEC 208 Campylobacter jejuni 1 118 003 Typhi
092|Escheriohia coli 4B EIEC 209 Campylobacter coli 030| Neisseria meningitidis 004| Salmonella Paratyphi A
094|Escherichia coli FIRAM B MiAE EPEC 1 023 Campylobacter jejuni/coli HHI ¥ 25 106| Listeria monocytogenes 426| Salmonella spp.
095| Escherichia coli .0 FHIRE 241|MRSA 3 241|MRSA 118
003 Typhi 024| Staphylococous aureus(MRSALASH) 7 024| Staphylococous aureus(MRSALLS}) 030| Neisseria
004| Salmonella Paratyphi A 025| Clostridum perfringens 1 032| Streptococcus B 503 Listeria monocytogenes
005| Salmonella 02 026| Clostridum botulinum,E 381|PRSP/PISP 102| Pseudomonas aeruginosa 8
006 04 8 027| Clostridum botulinum ES\5% 038 streptococcus pneumoniae PRSP/PISPLLS) 241|MRsA 6
007 o7 1 028| Bacillus cereus &t 0 0| | 024|Staphylococcus aureus(MRSALLSH) 35
008| Salmonella 08 Shigella dysenteriae % ( ) 421| Staphylococous A7) 5t BatE 37
009| Salmonella 09 2 Shigella flexneri B () 032| Streptococeus B 3
010 0946 Shigella boydi B ) STREATR RN/ MERR  BR( 1322 ) 381|PRSP/PISP
201 013,19 090| Shigella sonnei ] FRES i [wmss| | 038[streptococcus preumoniae PRSP PISPLLSL 1
014 Salmonella 013 091|Shigella  BTH 037 Bordetella pertussis 422| Anaerobes 18
015 Salmonella 018 041|Entamoeba histolytica 118| Haemophilus influenzae 7 042| Plasmodium spp.
016 LRUNOB( ) 042| Cryptosporidium spp. 030| Neisseria 116| Vibrio vulnificus
017 BT 043| Giardia lamblia 031 Streptococcus A 3 &5t 209 0
503| Listeria monocytogenes 501[ROTA virus 381|PRSP/PISP 1
018| Yersinia enterocolitica 1 502[ADENO virus 1 038| streptococcus pneumoniae (PRSP/PISPELSH) 6 SYRESTEL : g KB 1140 )
019| Y.pseudotuberculosis ait 68 0] 036 Corynebacterium diphtheriae ] BRES R ||
405| V.cholerae O1:EI TorOgawa,CT(+) 504 virus A 5 109| Mycobacterium tuberculosis
406| V.cholerae O1:El Tor,Ogawa,CT(-) A EHHERR BAEH( 194 ) 505 virus AorB 110|Mycobacterium avium-intracellulare complex 12
407 V.cholerae O1:l TorInabaCT(+) HERES #itisg [wnoe | 506(RS virus 1 119| Klebsiella pneumoniae 84
408| V.cholerae O1:El TorInaba,CT(-) 001| Escherichia coli 4 &t 23 of | 118 33
409| Vicholerae O1:Classical Ogawa,CT(+) 119 Klebsiella 1 039
410| Vicholerae O1:Classical OgawaCT(-) 118 jlus i STRETEL: TR B 473 ) 102| Pseudomonas aeruginosa 152
411| Vicholerae O1:Classicallnaba,CT(+) 030| Neisseria meningitidis ] FREE B [SnmeE| | 241|MRSA 107
412 V.cholerae O1:Classicalinaba,CT(-) 102 3 029| Neisseria gonorrhoeae 024| Staphylococous aureus(MRSALASH) 96
413 V.cholerae 0139.CT(H) 163| Mycobacterium spp. 032| Streptococcus B 29 031| Streptococcus A 3
414| V.cholerae 0139.CT(-) 241|MRsA 9 179| Chiamydia 032| Streptococeus B 46
415 Vicholerae 0180139515 024| Staphylococcus aureus(MRSALAS}) 8 124| Ureaplasma 381[PRSP/PISP 9
022| Vitrio parahaemolyticus 1 421| Staphylococcus ATY Tt BEtE 425| Candida albicans 9 038 straptococous peumoniae PRSP /PISPILSH) 1
104| Vibrio fluvialis 381|PRSP/PISP 162| 77 vaginalis 422| Anaerobes 4
115| Vibrio mimicus 038 streptococcus pneumoniae (PRSP/PISPELSH) a5t 38 o| | 125\ Mycoplasma pneumoniae 5
16| Vibrio vulnificus 422| Anaerobes 10 &t 562 0
206| Aeromonas hydrophila 1 125
207| Aeromonas sobria 116| Vibrio vulnificus BRI 0K - K - SRR RE
111|Aeromonas hydrophila/sobria ¥83It 3 1 &% 35 0] NEEE : (R EE R U S IREEN S D H
llin-resistant S.aureus BEEE B SERSIRB LU TREN SO
PRSP;penicillin-resistant S,oneumoniae FEER: PR ERE T BB (5 30) 1
PISP:penicillin-intermediate resistant S,pneumoniae
et FREBHKIRESH
ERAWBERE L 5—
WA 10/EER FAX:0952-30-5033
HERR SM6E 1S e-mail-kansen-j@pref.saga.lg.jp
SEHMH: KE ks ( 504 ) S MHH: RE (O5F) SEHH: Bk BB 36 ) S hiE A ( 2286 )
BRESA B |wnReE FRER i |wne BRESA i |mnmE BRESR o il
305 | Escherichia coli BBttt EHEC/VTEC 1 101|Plesiomonas sigelloides 001 Escherichia coli 001| Escherichia coli 66
093 Escherichia coli BRFHE ETEC 208| Campylobacter jejuni 1 118| Haemophilus influenzae 003 Salmonella Typhi
092/ Escherichia coli $EMBAE EIEC 209| Campylobacter coli 030| Neisseria meningitidis 004 Salmonella Paratyphi A
094 |Escherichia coli FHEKIHMMAR EPEC 2 023| Campylobacter jejuni/coli FB3I¢F 20 106| Listeria monocytogenes 426/ Salmonella_spp.
095| Escherichia coli #D T FIRHE 241|MRSA 6 241|MRSA 118| Haemophilus influenzae 1
003| Salmonella Typhi 024| Staphylococcus aureus MRSALLSY) 5 024| Staphylococcus aureus(MRSALLSH) 1 030| Neisseria meningitidis
004| Salmonella Paratyphi A 025 Clostridum perfringens 032| Streptococcus B 503| Listeria monocytogenes
005/ Salmonella 02 026 C/ tulinum,E 381|PRSP/PISP 102 10
006 Salmonella 04 2 027| Clostridum botulinum EASH 038 streptacoccus pneumoniae (PRSP/PISPLLSH) 241[MRSA 4]
007| Salmonella 07 4 028 Bacillus cereus a5 1 0| | 024|Staphylococcus aureus(MRSALLSH) 7
008| Salmonella 08 Shigella dysenteriae E( ) 421 Staphylococcus A7) -t B 30
009 Salmonella 09 Shigella flexneri _ E( ) 032| Streptococcus B 2
010| Salmonella 09,46 Shigella boydii B( ) STREAR TSR/ MOAME  RBRiRE( 1591 ) 381|PRSP/PISP
201 Salmonelia 013,19 090 Shigella sonnei FREA it [wnnee] | 038 o) 1
014| Salmonella 013 091| Shigella #TH 037| Bordetella pertussis 422| Anaerobes 8|
015| Salmonella 018 041| Entamoeba histolytica 118 lus i 13 042/ Plasmodium spp.
016| Salmonella £FRLUSNDE( ) 042| Cryptosporidium spp. 030| Neisseria meningitidis 116| Vibrio vulnificus
017| Salmonella B8] 043| Giardia lamblia 031 Streptococcus A 4 &5 129) 0
503| Listeria monocytogenes 501[ROTA virus 381|PRSP/PISP 3
018| Yersinia enterocolitica 502| ADENO virus 038 treptococcus pneumoniae (PRSP/PISPELSH) 5 M BB BB 1168 )
019| Ypseudotuberculosis it 45 0 036| Corynebacterium diphtheriae BRESR sy |mnmea]
405| V.cholerae O1:El Tor,Ogawa,CT(+) 504|influenza virus A 18 109| Mycobacterium tuberculosis 2
406 V.cholerae O1El Tor,OgawaCT(-) SRR R R 144 ) 505|Influenza virusAorB 110|Myeobacterium avium-intracellulare complex 18]
407| Vicholerae O1:El TorInaba,CT(+) BRESR it [wieg| | 506|RS virus 1 119| Klebsiella pneumoniae 114
408| Vicholerae O1:EI TorInaba,CT(-) 001|Escherichia coli 4 &t 44 0| | 118|Haemophilus influenzae 40
409 V.cholerae O1Classical Ogawa CT(+) 119| Klebsiella pneumoniae 4 039| Legionella
410| V.cholerae O1:Classical,0gawa,CT(-) 118| Haemophilus influenzae S EME IRE( 406 ) 102| Pseudomonas aeruginosa 167
411| Vicholerae O1Classicallnaba,CT(+) 030| Neisseria meningitidis FREA i [mnnia | 241 MRSA 120)
412| Vicholerae O1ClassicallnabaCT(-) 102| Pseudomonas aeruginosa 3 029| Neisseria gonorrhoeae 024 Staphylococcus aureus(MRSALLSH) 91
413| Vicholerae 0139,CT(+) 163| Mycobacterium spp 032| Streptococcus B 28 031 Streptococcus A 1
414| V.cholerae 0139,CT(-) 241|MRSA 2 179| Chlamydia trachomatis 032| Streptococcus B 50
415| V.cholerae 018&0139L45% 024| Staphylococcus aureus MRSALLS}) 3 124| Ureaplasma 381|PRSP/PISP 7
022| Vibrio parahaemolyticus 421| Staphylococcus A7) -t Btk 1 425| Candida albicans 14 038 Streptococcus pneumoniae (PRSP/PISPLISH) 14
104| Vibrio fluvialis 381|PRSP/PISP 162| Trichomonas vaginalis 422| Anaerobes 1
115| Vibrio mimicus 038 |streptococcus pneumoniae(PRSP/PISPLLSN) &H 42 0 125| Mycoplasma pneumoniae
116| Vibrio vulnificus 422| Anaerobes 8 &% 625 [
206| Aeromonas hydrophila 1 125| Mycoplasma pneumoniae
207| Aeromonas sobria 116| Vitrio vulnificus LRI ok - K - BB E
111|Aeromonas hydrophila/sobria Hi%i ¢ 3 3 &F 25 0 IREE : IREE B U IR 5 DR

MRSAmethicillin-resistant S.aureus
PRSP;penicillin-resistant S,pneumoniae

PISP;penicillin-intermediate resistant S.pneumoniae
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1 FRAEBRHKES S S
EERAEEEE S
e 10/ 8% FAX:0952-30-5033
BHENE <M 6&E 12A% e-mailkansen-j@pref.saga.lgjp
SEHH: KE Bk#( 632 ) SRR R E (0TF) SN BAR( 44 ) __ SmHN: & B ( 2537 )

FRES i [ FRES i [wmea FREE g [wea] FRES By [
305 Escherichia coli BRE it EHEC/VTEC 101| Plesiomonas sigelloides 2 001|Escherichia coli 001 Escherichia coli 73
093|Escherichia coli BREHE ETEC 208 Campylobacter jejuni 3 118 Haemophilus influenzae 003| Salmonella Typhi
092|Escherichia coli #8812 AtE EIEC| 209| Campylobacter coli 030| Neisseria meningitidis 004| Salmonella Paratyphi A
094|Escherichia coli FRABEMAR EPEC 023 Campylobacter jejuni/coli FBHI ¢S 17 106| Listeria monocytogenes 426| Salmonella spp.
095| Escherichia coli {0 FHIRHE 241|MRsA 2 241|MRsA 118 i
003| Salmonella Typhi 024| Staphylococcus aureus(MRSALLSH) 8 024| Staphylococcus aureus(MRSALLS}) 030| Neisseria meningitidis
004| Salmonelia Paratyphi A 025| Clostridum perfringens 2 032| Streptococcus B 503| Listeria monocytogenes 1
005| Salmonella 02 026| Clostridum botulinum,E 381|PRSP/PISP 102| Pseudomonas aeruginosa 13
006/ Salmonella 04 1 027| Clostridum botulinum E L5+ 038|straptococcus pneumoniae (PRSP /PISPLISY) 241{MRsA 17
007| Salmonella O7 1 028| Bacillus cereus &5t 0 0| | 024|Staphylococcus aureus MRSALAS}) 12
008| Salmonella 08 Shigella dysenteriae E( ) 421| Staphylococcus A7 Tt BatE 37
009| Salmonella 09 Shigella flexneri () 1 032| Streptococcus B 6
010| Salmonella 09,46 Shigella boydii () SRESR R/ AENE  BRiRM( 3807 ) 381|PRSP/PISP
201 Salmonelia 013,19 090| Shigella sonnei HERES iz [wnnea| | 038 4 2
014 Salmonella 013 091) Shigella BT 037| Bordetella pertussis 422| Anaerobes 17
015 Salmonella 018 041|Entamoeba histolytica 118| Haemophilus influenzae 13 042| Plasmodium spp.
016| Salmonella LERLSDB( ) 042| Cryptosporidium spp. 030| Neisseria meningitidis 116| Vibrio vulnificus
017| Salmonella 783 043| Giardia lamblia 031 Streptococcus A 6 &t 178 0
503| Listeria monocytogenes 501 [ROTA virus 381|PRSP/PISP 4
018| Yersinia enterocolitica 502|ADENO virus 4 038 streptococcus pneumoniae (PRSP/PISPLLSH) 7 RN A% ( 1263 )
019| Y.pseudotuberculosis &t 4 0 036 Corynebacterium diphtheriae BRAS i |Ermee|
405| V.cholerae O1EI Tor,Ogawa CT(+) 504 virusA 1000) 109| Mycobacterium tuberculosis 9
406| V.cholerae O1E| Tor,Ogawa CT(-) RN FME BAEH( 140 ) 505 virusAorB 3 110| Mycobacterium avium-intracellulare complex 13
407| Vicholerae O1:El Tor]naba,CT(+) ARES #ilis [W4reE | 506[RS virus 2 119| Klebsiella pneumoniae 111
408| V.cholerae O1EI TorJnaba CT(-) 001|Escherichia coli 8 &5t 1035 ol [ 118 i 43
409| V.cholerae O1Classical Ogawa CT(+) 119| Klebsiella pneumoniae 4 039| Legionella pneumophila 1
410| V.cholerae O1:Classical,Ogawa,CT(-) 118| Haemophilus influenzae SRR SRR ik ( 452 ) 102| Pseudomonas aeruginosa 135
411| Vicholerae O1:Classicalnaba,CT(+) 030| Neisseria meningitidis RRESR B [weE 241|MRSA 153
412 Vcholerae O1ClassicalInabaCT(-) 102| Pseudomonas aeruginosa 3 029| Neisseria gonorrhoeae 024| Staphylococcus aureus (MRSALLSH) 107
413 V.cholerae 0139.CT(+) 163| Mycobacterium spp. 032| Streptococcus B 34 031| Streptococcus A 1
414| V.cholerae 0139.CT(-) 241|MRsA 1 179| Chlamydia trachomatis 032| Streptococcus B 46
415| Vcholerae 01801395154 024| Staphylococcus aureus (MRSALLSH) 124| Ureaplasma 381|PRSP/PISP 3
022| Vibrio parahaemolyticus 421| Staphylococcus A7) T Btk 2 425| Candida albicans 11 038 streptococous peumoniae (PRSP /PISPLISH) 15
104| Virio fluvialis 381[PRSP/PISP 162| Trichomonas vaginalis 422| Anaerobes 3
115| Viibrio mimicus 038|straptococcus pneumoniae (PRSP/PISPELSE) &5t 45 0| | 125|Mycoplasma pneumoniae
116| Virio vulnificus 422| Anaerobes 17 &% 640 0
206 Aeromonas hydrophila 125| Mycoplasma pneumoniae
207| Aeromonas sobria 116| Vibrio vulnificus BRRIE MK - BEOK - BB A E
111|Aeromonas hydrophila/sobria ¥ ¢4 &5 35 0 UREE : IREE R R IREEA S DA 4

MRSA;methicillin-resistant S.aureus

PRSPipenicillin-resistant S.oneumoniae

PISP;penicillin-intermediate resistant S.pneumoniae
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