IV R BRI AR H 1R



ERBEBRIE AR HIE R (FRETHAH)

R B HH A7 i M OV RN AR SERE LR ) (2 JE D & | il oD IR IR B S5 O Bl R A == (E
WM omlRAas S (B#) 285, £ ORREEREBEICE T2 2 LIi2k by, BREDOm
RO TG L, BYEREDO TR NEALDORIEE B E T 5,

X G IR B

P R S R T B AR A T

MSTATBOE NESLREA R Jem AR
MSTATENE NE ST S BRBE 7 At
MSTATBOE NENDRBAE 8 R o 7 — R AR
WIHMSATEIEN  EERERE 7 — i AR D
ISTATEE NI SR PEREHE R i TR A =
FEHER R bR A B R

(05 AT F e ST e A A
FEHERRRT R A E R v 7 — BRI AT

NEMETEN R IRAERES < M ERR R AR

38



1 FRERHRABER
EERMERELS 5~
WA 10%Ea% FAX:0952-30-5033
HENR SF5EHR e-mailkansen—j@pref saga.lgjp
SRR KE BRIAM( 6424 ) S RE(O5F) 53 M BRI 620 ) SR HRIAE( 29372)
FERER Wi (o] HERER iy [mrme HERE R T FERER i |mors]
305 | Escherichia coli 1% Hi M1t EHEC/VTEC 9 101| Plesiomonas sigelloides 3 001 | Escherichia coli 001| Escherichia coli 810
093|Escherichia coli HERME ETEC 1 208| Campylobacter jejuni 19 118 i 003| Salmonella Typhi
092|Escherichia coli fHBATE EIEC 1 209| Campylobacter coli 13 030 | Neisseria meningitidis 004| Salmonella Paratyphi A
094|Escherichia coli IR KR M M:FE EPEC 10 023| Campylobacter jejuni/coli ¥R 4 173 106 | Listeria monocytogenes 2 426 | Salmonella_spp. 2
095| Escherichia coli 1D FH#IR M 8 241|MRSA 50 241|MRSA 1 118 jlus i 12
003| Salmonella Typhi 024| Staphylococcus aureus(MRSALLS}) 70 024| Staphylococcus aureus (MRSALLSY)| 4 030 | Neisseria meningitidis
004| Salmonella Paratyphi A 025| Clostridum perfringens 4 032| Streptococcus B 503 | Listeria monocytogenes 5
005| Salmonella 02 026 Clostridum botulinum,E 381|PRSP/PISP 1 102 | Pseudomonas aeruginosa 127
006| Salmonella 04 19 027| Clostridum botulinum E L5+ 038 streptococcus pneumonise (PRSP/PISPILS) 1 241|MRSA 177
007| Salmonella O7 24 028| Bacillus cereus 118 9 0 024 Staphylococcus aureus(MRSALLSY) 247
008| Salmonella 08 4 Shigella dysenteriae % () 421 Staphylococcus ATY Tt BEHE 520
009| Salmonella 09 5 Shigella flexneri B ) 032 | Streptococcus B 54
010| Salmonella 09,46 Shigella boydii B ) W RS/ MIEE BRI 26947) 381|PRSP/PISP 1
201| Salmonella 01,3,19 090| Shigella sonnei HREE AR || 038 | Streptococcus pneumoniae (PRSP/PISP LS} ) 16
014| Salmonela 013 091| Shigella BT 037| Bordetella pertussis 422| Anaerobes 215
015| Salmonella 018 041| Entamoeba histolytica 118 /! 249 042 | Plasmodium spp.
016| Salmonella LERLUSNDE( ) 1 042| Cryptosporidium spp. 030| Neisseria meningitidis 116| Vibrio vulnificus 2
017| Salmonella T8 043| Giardia lamblia 031| Streptococcus A 61 & 2188 0
503| Listeria monocytogenes 501|ROTA virus 1 381|PRSP/PISP 56
018| Yersinia enterocolitica 2 502[ADENO virus 15 038 |Streptococcus pneumoniae (PRSP/PISPELSY) 85 SR E% RIAER( 14387 )
019| Ypseudotuberculosis Bt 446 ) 036 | Corynebacterium diphtheriae FREE gk [
405| Vicholerae O1:El TorOgawa,CT(+) 504 virus,A 1572 109 | Mycobacterium tuberculosis 66
406| Vicholerae O1:El Tor,OgawaCT(-) 53R B R BAM( 1952) 505 virus,AorB 46 110|Mycobacterium avium-intracellulare complex 172
407| Vicholerae O1:El TorlnabaCT(+) FREA B [mrnen 506|RS virus 167 119 | Klebsiella i 1136
408| Vicholerae O1:El TorInabaCT(-) 001|Escherichia coli 68 aEt 2236 0 118 i 441
409| Vicholerae O1:Classical.Ogawa,CT(+) 119| Klebsiella pneumoniae 20 039| Legionella pneumophila 1
410| Vicholerae O1:Classical,Ogawa,CT(-) 118| Haemophilus i SRR WS HRAKE( 5588 ) 102| Pseudomonas aeruginosa 1714
411]| Vicholerae O1:ClassicalInaba CT(+) 030| Neisseria meningitidis RRER B |me| 241|MRSA 1678
412| Vicholerae O1:Classicallnaba,CT(-) 102| Pseudomonas aeruginosa 20 029| Neisseria gonorrhoeae 2 024 Staphylococcus aureus(MRSALLSY) 1146
413| Vicholerae 0139,CT(+) 163| Mycobacterium spp. 1 032| Streptococcus B 319 031] Streptococcus A 8
414| Vicholerae 0139,CT(-) 241|MRSA 24 179 Chlamydia trachomatis 032 | Streptococcus B 410
415| Vicholerae 01801395451 1 024| Staphylococcus aureus MRSALLS}) 81 124| Ureaplasma 381|PRSP/PISP 46
022| Vibrio parahaemolyticus 421 Staphylococous ATY 53—t BEME 47 425 | Candida albicans 218 038| Streptococcus pneumoniae (PRSP/PISPELSH) 205
104| Vibrio fluvialis 381|PRSP/PISP 162 Trichomonas vaginalis 422 Anaerobes 54
115| Vibrio mimicus 038 streptococcus pneumoniae (PRSP/PISPELSY) 3 &t 539 0 125
116| Vibrio vulnificus 422| Anaerobes 141 &t 7077 0
206| Aeromonas hydrophila 1 125| Mycoplasma pneumoniae
207| Aeromonas sobria 2 116| Vibrio vulnificus BRI oK - K - B RS
111[Aeromonas hydrophita/sobria BRI € 10 &t 405 0 DG : VEEE K U SR IBEA N D D H
MRSA methicillin—resistant S.aureus TR R, [RERSIABS LU TRENSDOH
PRSP;p i i e BB - FRARPRIE TR E IRiB (53) ¥
PISP;penicillin-intermediate resistant S.pneumoniae
1 FREBRHRAE S #
EERMEREE S
WA 10/ 5% FAX:0952-30-5033
BERNE SFs5E 1A% e-mail:kansen—j@pref saga.lgjp
SREMH: EE Bk 471) SN E: KB (O5F) NN B Bk 53) SR i RS (2756 )
FRESA B mrwe | BEES Pl FEER B [l BRER B [mnmes|
305|Escherichia coli BB Mt EHEC/VTEC 101|Plesiomonas sigelloides 001 | Escherichia coli 001| Escherichia coli 65
093|Escherichia coli HFFHE ETEC| 208| Campylobacter jejuni 118| Haemophilus influenzae 003 | Salmonella Typhi
092|Escherichia coli fMBALE EIEC| 209| Campylobacter coli 030 | Neisseria meningitidis 004| Salmonella Paratyphi A
094 Escherichia coli %R KM MiFE EPEC 023| Campylobacter jejuni/coli R 8 106 | Listeria monocytogenes 426 | Salmonella spp.
095| Escherichia coli #1D FHIRME 1 241|MRSA 4 241|MRSA 118 lus i
003| Salmonella Typhi 024| Staphylococous aureus (MRSALLS}) 9 024| Staphylococcus aureus MRSALLS}) 030| Neisseria meningitidis
004| Salmonella Paratyphi A 025| Clostridum perfringens 032| Streptococcus B 503 | Listeria monocytogenes
005| Salmonella 02 026| Clostridum botulinum,E 381|PRSP/PISP 102 | Pseudomonas aeruginosa 1
006 | Salmonella 04 027| Clostridum botulinum E L5} 038 |streptococcus pneumoniae (PRSP/PISPEASY) 241|MRSA 21
007| Salmonella 07 4 028|Bacillus cereus A&t 0 0| | 024|Staphylococcus aureus(MRSALLS}) 28
008| Salmonella 08 1 Shigella dysenteriae () 421| Staphylococcus AT -t IEHE 49
009| Salmonella 09 Shigella flexneri B () 032| Streptococcus B 8
010| Salmonella 09,46 Shigella boydii () SRR R/ RENE  AR{AB( 3996 ) 381 |PRSP/PISP
201| Salmonella 01,3,19 090| Shigella sonnei RRER R |Ere | 038 | Streptococcus pneumoniae (PRSP/PISPLLSH)
014| Salmonella 013 091| Shigella BT 037| Bordetella pertussis 422| Anaerobes 16
015| Salmonella 018 041|Entamoeba histolytica 118 i 12 042/ P jum spp.
016 Salmonella LERUNDE( ) 042| Cryptosporidium spp. 030| Neisseria meningitidis 116| Vibrio vulnificus
017| Salmonella B7<83 043| Giardia lamblia 031| Streptococcus A &5 198 0
503 Listeria monocytogenes 501|ROTA virus 381|PRSP/PISP
018| Yersinia enterocolitica 502| ADENO virus 1 038 | Streptococcus pneumoniae (PRSP/PISPELSY) 10 Pl LkiHL 33 BRI 1280)
019| Ypseudotuberculosis Bt 28 0 036 | Corynebacterium diphtheriae BRES B |EniwE
405| V.cholerae O1:El Tor Ogawa,CT(+) 504 virus.A 240 109| Mycobacterium tuberculosis 12
406| V.cholerae O1:El Tor,OgawaCT(-) SR B & RIAEK( 125) 505 virus,AorB 110|Mycobacterium avium-=intracellulare complex 9
407| Vicholerae O1:El TorInaba CT(+) HRESA R [Erree 506/|RS virus 4 119 | Klebsiella pneumoniae 97
408| V.cholerae O1:El TorInaba,CT(-) 001|Escherichia coli 2 &t 269 of [ 118 jlus i 29
409| Vicholerae O1:Classical,OgawaCT(+) 119| Klebsiella pneumoniae 039| Legionella pneumophila
410 V.cholerae O1:Classical,Ogawa,CT(-) 118| Haemophilus influenzae SR ERE BRI 496) 102 | Pseudomonas aeruginosa 137
411| Vicholerae O1:Classicallnaba CT(+) 030| Neisseria meningitidis BRER R |E i 241|MRSA 183
412| Vicholerae O1:Classical.InabaCT(-) 102| Pseudomonas aeruginosa 3 029 | Neisseria gonorrhoeae 024| Staphylococcus aureus(MRSALAS}) 153
413| V.cholerae 0139,CT(+) 163 Mycobacterium spp. 032| Streptococcus B 29 031| Streptococcus A
414| V.cholerae 0139,CT(-) 241|MRSA 3 179| Chlamydia trachomatis 032| Streptococcus B 33
415| Vicholerae 018&0139 5454 024| Staphylococous aureus (MRSALLS}) 2 124| Ureaplasma 381|PRSP/PISP 5
022| Vibrio parahaemolyticus 421| Staphylococcus 7Y - &M 1 425| Candida albicans 20 038 | Streptococcus pneumoniae (PRSP/PISPELSH) 15
104| Vibrio fluvialis 381|PRSP/PISP 162 Trichomonas vaginalis 422| Anaerobes 7
115| Vibrio mimicus 0. s A&t 49 0| | 125|Mycoplasma pneumoniae
116| Vibrio vulnificus 422| Anaerobes 8 & 680 0
206| Aeromonas hydrophila 125| Mycoplasma pneumoniae
207| Aeromonas sobria 16| Vibrio vulnificus BRI K - MK - BB R E
111|Aeromonas hydrophita/sobria BRI €T &t 19 0 IREE : IHEE R U R IREED S D8

MRSAmethicillin-resistant S.aureus
PRSP;penicillin-resistant S.pneumoniae

PISP;penicillin-intermediate resistant S.pneumoniae
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a1 FREBRHRAKRSEE
EERFEREE S
RS 1056 5% FAX:0952-30-5033
HERNR SH5E 2% e-mail:kansen—@pref sagalgjp
SREMH KT BAM( 542) SEMH: RE(OTF) SMM B A% ( 45) __ SREMH .M RS 2122)
BRES B [wrnoE| FEREZ Wi [wrmee HRER W |worie | HRES W |woia|
305 | Escherichia coli BE M1t EHEC/VTEC 101| Plesiomonas sigelloides 001 Escherichia coli 001|Escherichia coli 51
093|Escherichia coli B FlE ETEC 208| Campylobacter jejuni 2 118 i 003 Sa Typhi
092[Escherichia coli #BHMAR AL EIEC] 209| Campylobacter coli 030 Neisseria meningitidis 004| Salmonella Paratyphi A
094|Escherichia coli FR AR E MiAR EPEC 1 023| Campylobacter jejuni/coli A1 €3 10 108 | Listeria monocytogenes 426 | Salmonella spp.
095| Escherichia coli #hD FHIBE 241|MRSA 6 241|MRSA 118 jlus i 2
003 Typhi 024 Staphylococcus aureus(MRSALLSH) 11 024 Staphylococous aureus MRSALLSH) 030| Neisseria meningitidis
004] Paratyphi A 025 Clostridum perfringens 032| Streptococcus B 503| Listeria monocytogenes
005| Salmonella 02 026 Clostridum botulinum,E 381|PRSP/PISP 102| Pseudomonas aeruginosa 7
006| Salmonella 04 2 027| Clostridum botulinum E\8% 038 streptococcus peumoniac (PRSP/PISPELSY) 241|MRSA 3
007 o7 1 028| Bacillus cereus &t ) ) 024 Staphylococcus aureus(MRSALLSH) 24
008 08 Shigella dysenteriae B ( ) 421 Staphylococcus A7 5t BE 31
009| Salmonella 09 Shigella flexneri __ E () 032| Streptococcus B 8
010| Salmonella 09 46 Shigella boydii B ) SRR/ MIER BRI 2383) 381|PRSP/PISP
201 013,19 090 Shigella sonnei C ] HEEA i [mania| | 038 streptococcus preumoniae (PRSP/PISPLLSL)
014 013 091] Shigella BT 037|Bordetella pertussis 422| Anaerobes 14
015| Salmonella 018 041| Entamoeba histolytica 118 i 10 042/ P jum_spp.
016 LRSS OB ) 042| Cryptosporidium spp. 030 Neisseria meningitidis 116 | Vibrio vulnificus
017 R 043| Giardia lamblia 031| Streptococcus A &t 140 o
503| Listeria monocytogenes 501[ROTA virus 381|PRSP/PISP
018| Yersinia enterocolitica 502[ADENO virus 1 038 |Streptococcus pneumoniae (PRSP/PISPIASH) 9 53 MEH L R RAB( 1059)
019| Ypseudotuberculosis A&t 35 0 036 | Corynebacterium diphtheriae HRES B ]
405| Vicholerae O1:El TorOgawa,CT(+) 504 virus.A 95 109| Mycobacterium tuberculosis 6
406| V.cholerae O1:El Tor,0gawa,CT(-) SRS B R A 159) 505 virus,AorB 110|Mycobacterium avium=intracellulare complex 6
407| Vicholerae O1:El TorlnabaCT(+) BREE i [wawss| | 506|Rs virus 12 119| Klebsiella pneumoniae 63
408| Vicholerae O1:El TorlnabaCT(-) 001| Escherichia coli 10 &t 126] o 118 jlus i 27
409| Vicholerae O1:Classical.Ogawa,CT(+) 119| Klebsiella pneumoniae 039 Legionella pneumaphila
410| Vicholerae O1:Classical Ogawa,CT(-) 118| Haemophilus influenzae SREMH £ B 411) 102| Pseudomonas aeruginosa 101
411| Vicholerae O1:ClassicalInaba,CT(+) 030| Neisseria meningitidis BREE i |waniia| | 241|MRSA 118
412| Vicholerae O1:Classical.Inaba,CT(-) 102| Pseudomonas aeruginosa 029 Neisseria gonorrhoeae 024| Staphylococcus aureus(MRSALLSH) 77
413| Vicholerae 0139,0T(+) 163| Mycobacterium spp. 032| Streptococcus B 22 031 Streptococcus A 1
414| Vicholerae 0139,0T(-) 241|MRSA 1 179| Chlamydia trachomatis 032| Streptococcus B 32
415| Vicholerae 01801391151 024 Staphylococcus aureus(MRSALLSH) 3 124| Ureaplasma 381|PRSP/PISP 2
022| Vibrio parahaemolyticus 421| Staphylococcus A7 Tt B 5 425| Candida albicans 8 038 straptococcus preumoniae (PRSP/PISPLLSH) 9
104| Vibrio fluvialis 381|PRSP/PISP 162 Trichomonas vaginalis 422| Anaerobes 4
115 Vibrio mimicus 038|Streptococcus pneumoniae (PRSP/PISPLLSY) &t 30 0 125 | Mycoplasma pneumoniae
116| Vibrio vulnificus 422| Anaerobes 9 &5t 446] 0
206| Aeromonas hydrophila 125| Mycoplasma pneumoniae
207| Aeromonas sobria 116| Vibrio vulnificus ZERI: OOK - K- BAER A E
111{Aeromonas hydrophila/sobria ¥31 €4 1 it 28 0 HEE : (REE R U S IREE A D D 3
MRSA;methicillin-resistant S.aureus IR R, [RERSIRB LU TREN DO
PRSP;penicillin-resistant S.pneumoniae BEER - REARPRIE TR 1R3B (535) ¥
PISP;penicillin-intermediate resistant S.pneumoniae
1 FREBRHRAE S #
EERMEREE S
WA 10/ 5% FAX:0952-30-5033
BERNE SF54E 3AS e-mail:kansen—j@pref saga.lgjp
SREMH: EE BB 597) SN N : KB (0TE) SEENE:HE B8 ( 45 ) R - i BEW( 2427)
HREASZ g [l BRES el el HREA L HREAL el el
305|Escherichia coli BB Mt EHEC/VTEC 101| Plesiomonas sigelloides 001 Escherichia coli 001 | Escherichia coli 72
093|Escherichia coli HFFHE ETEC 208| Campylobacter jejuni 2 118 Haemophilus influenzae 003 | Salmonella Typhi
092|Escherichia coli fMBALE EIEC| 209| Campylobacter coli 12 030 Neisseria meningitidis 004| Salmonella Paratyphi A
094|Escherichia coli R ARB M MiFR EPEC 1 023| Campylobacter jejuni/coli R £ 10 106 | Listeria monocytogenes 426 | Salmonella spp.
095| Escherichia coli 0 FH#IFE 241|MRSA 5 241|MRSA 118 lus i
003| Salmonella Typhi 024 Staphylococcus aureus(MRSALASH) 8 024 Staphylococcus aureus MRSALASH) 030 | Neisseria meningitidis
004| Salmonella Paratyphi A 025 Clostridum perfringens 032| Streptococcus B 503| Listeria monocytogenes 2
005| Salmonella 02 026 Clostridum botulinum,E 381|PRSP/PISP 102| Pseudomonas aeruginosa 19
006 | Salmonella 04 3 027| Clostridum botulinum EXAg% 038 |streptococcus pneumoniae (PRSP/PISPEASY) 241|MRSA 12
007| Salmonella 07 028| Bacillus cereus &t [ 0| | 024|Staphylococcus aureus(MRSALLSH) 13
008| Salmonella 08 Shigella dysenteriae E () 421 Staphylococcus A7 Tt Bt 30
009| Salmonella 09 1 Shigella flexneri B () 032| Streptococcus B 4
010| Salmonella 09,46 Shigella boydii () SRR R/ RERE  RAB( 2299) 381 |PRSP/PISP
201| Salmonella 01,3,19 090| Shigella sonnei RRER R |Ere | 038 | Streptococcus pneumoniae (PRSP/PISPLLSH) 2
014| Salmonella 013 091| Shigella BT 037| Bordetella pertussis 422| Anaerobes 18
015| Salmonella 018 041| Entamoeba histolytica 118 i 31 042| P jum spp.
016| Salmonella RSN DE( ) 042| Cryptosporidium spp. 030| Neisseria meningitidis 116| Vibrio vulnificus
017| Salmonella BT 043| Giardia lamblia 031| Streptococcus A 1 &5 172 0
503| Listeria monocytogenes 501[ROTA virus 381|PRSP/PISP 7
018| Yersinia enterocolitica 502| ADENO virus 038 | Streptococcus pneumoniae (PRSP/PISPELSY) 8 SRR WM ( 1095)
019| Ypseudotuberculosis Bt 42 0 036 | Corynebacterium diphtheriae BRES B |EniwE
405| Vicholerae O1:El Tor.Ogawa,CT(+) 504 virus.A 67 109 | Mycobacterium tuberculosis 5
406| V.cholerae O1:El Tor,Ogawa,CT(-) SR B : B K BA%( 170) 505 virus.AorB 2 110|Mycobacterium avium-intracellulare complex 10
407| Vicholerae O1:El TorInaba CT(+) HRESA R [Erree 506/|RS virus 26 119 | Klebsiella pneumoniae 82
408| Vicholerae O1:El TorlnabaCT(-) 001| Escherichia coli 7 &t 142 of | 118 lus ir 29
409| Vicholerae 01:Classical.Ogawa,CT(+) 119| Klebsiella pneumoniae 039 | Legionella pneumophila
410 V.cholerae O1:Classical,Ogawa,CT(-) 118| Haemophilus influenzae SR ERE BRI 464) 102 | Pseudomonas aeruginosa 130
411| Vicholerae O1:Classicallnaba CT(+) 030| Neisseria meningitidis BRER R |E i 241|MRSA 132
412| Vicholerae O1:ClassicalInaba,CT(-) 102| Pseudomonas aeruginosa 1 029 Neisseria gonorrhoeae 024| Staphylococcus aureus(MRSALLSH) 99
413| Vicholerae 0139,0T(+) 163| Mycobacterium spp. 032| Streptococcus B 26 031 Streptococcus A 2
414| V.cholerae 0139,CT(-) 241|MRSA 179| Chlamydia trachomatis 032| Streptococcus B 37
415| Vicholerae 01801391151 024| Staphylococcus aureus(MRSALASH) 11 124| Ureaplasma 381|PRSP/PISP 2
022 Vibrio parahaemolyticus 421| Staphylococcus 7Y Tt Bt 3 425| Candida albicans 7 038 straptococcus pneumoniae (PRSP/PISPLLSH) 15
104| Vitrio fluvialis 381|PRSP/PISP 162| Trichomonas vaginalis 422| Anaerobes 2
115| Vibrio mimicus 0. 1) 1 A&t 33 0| | 125|Mycoplasma pneumoniae
116| Vibrio vulnificus 422| Anaerobes 6 At 545 0
206| Aeromonas hydrophila 125| Mycoplasma pneumoniae
207| Aeromonas sobria 16| Vibrio vulnificus BRI K - MK - BB R E
111|Aeromonas hydrophita/sobria BRI €T &t 29 0 IREE : IHEE R U R IREED S D8

MRSA;methicillin-resistant S.aureus

PRSP;penicillin-resistant S.pneumoniae

PISP;penicillin-i resistant S.
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st FREBRHRAE S #
EERMEREE S
WA 10/ 5% FAX:0952-30-5033
#wENE S5 4A% e-mail:kansen-i@pref saga.lgp
SRS KE Bk 607 ) S H: KB (DO5F) SN B BKB( 54) SHEMH: BREE( 2311)
HRES g [wrel FRES Ll e HRES ity | FRES i | B
305| Escherichia coli B HitE EHEG/VTEC 101|Plesiomonas sigelloides 001 | Escherichia coli 001| Escherichia coli 37
093|Escherichia coli HFFHE ETEC 1 208| Campylobacter jejuni 118| Haemophilus influenzae 003 | Salmonella Typhi
092|Escherichia coli fMBALE EIEC| 209| Campylobacter coli 030 | Neisseria meningitidis 004| Salmonella Paratyphi A
094|Escherichia coli R KRB MiAR EPEC 2 023 Campylobacter jejuni/coli BRI ¢ 14 106| Listeria monocytogenes 426 Salmonella_spp.
095| Escherichia coli #1.0 FHIR % 241|MRSA 6 241|MRSA 118 lus i 1
003| Salmonella Typhi 024| Staphylococous aureus (MRSALLS}) 4 024| Staphylococcus aureus MRSALLS}) 030| Neisseria meningitidis
004| Salmonella Paratyphi A 025| Clostridum perfringens 032| Streptococcus B 503 | Listeria monocytogenes
005| Salmonella 02 026| Clostridum botulinum,E 381|PRSP/PISP 102 | Pseudomonas aeruginosa 6
006 | Salmonella 04 027| Clostridum botulinum E L5} 038 |streptococcus pneumoniae (PRSP/PISPEASY) 241|MRSA 17
007| Salmonella 07 028|Bacillus cereus A&t 0 0| | 024|Staphylococcus aureus(MRSALLS}) 20
008| Salmonella 08 Shigella dysenteriae () 421| Staphylococcus AT -t IEHE 41
009| Salmonella 09 1 Shigella flexneri () 032| Streptococcus B 3
010| Salmonella 09,46 Shigella boydii () SRR R/ R R 1774) 381 |PRSP/PISP
201| Salmonella 01,3,19 090| Shigella sonnei RRER R |Erie | 038 | Streptococcus pneumoniae (PRSP/PISPLLSH)
014| Salmonella 013 091| Shigella BTH 037| Bordetella pertussis 422| Anaerobes 24
015| Salmonella 018 041|Entamoeba histolytica 118 i 37 042/ P jum spp.
016| Salmonella LERUNDE( ) 042| Cryptosporidium spp. 030| Neisseria meningitidis 116| Vibrio vulnificus
017| Salmonella BT8R 043| Giardia lamblia 031| Streptococcus A &t 149 0
503 Listeria monocytogenes 501|ROTA virus 1 381|PRSP/PISP 5
018| Yersinia enterocolitica 502| ADENO virus 2 038 |Streptococcus pneumoniae (PRSP/PISPELSY) 5 Pl LkiHL 33 BRI 1223)
019| Ypseudotuberculosis Bt 31 0 036 | Corynebacterium diphtheriae BRES B |EniwE
405| V.cholerae O1:El Tor Ogawa,CT(+) 504 virus A 22 109| Mycobacterium tuberculosis 1
406| V.cholerae O1:El Tor,0gawa,CT(-) SRR R BB 167) 505 virus,AorB 110|Mycobacterium avium-intracellulare complex 11
407| Vicholerae O1:El TorInaba CT(+) HRESA R [Erre 506|RS virus 23 119 | Klebsiella pneumoniae 94
408| V.cholerae O1:El TorInaba,CT(-) 001|Escherichia coli 12 &t 92 of [ 118 jlus i 48
409| Vicholerae O1:Classical,Ogawa CT(+) 119| Klebsiella pneumoniae 2 039| Legionella pneumophila
410 V.cholerae O1:Classical,0gawa,CT(-) 118| Haemophilus influenzae SR ERE BB 397) 102 | Pseudomonas aeruginosa 137
411| Vicholerae O1:ClassicallnabaCT(+) 030| Neisseria meningitidis BRES R |E i 241|MRSA 137
412| Vicholerae O1:Classical.InabaCT(-) 102| Pseudomonas aeruginosa 5 029 | Neisseria gonorrhoeae 024| Staphylococcus aureus(MRSALAS}) 83
413| Vicholerae 0139,CT(+) 163 Mycobacterium spp. 032| Streptococcus B 21 031| Streptococcus A
414| V.cholerae 0139,CT(-) 241|MRSA 6 179| Chlamydia trachomatis 032| Streptococcus B 35
415| Vicholerae 018&0139 5454 024| Staphylococous aureus (MRSALLS}) 7 124| Ureaplasma 381|PRSP/PISP 4
022| Vibrio parahaemolyticus 421| Staphylococcus 7Y 5~ &M 5 425| Candida albicans 23 038 | Streptococcus pneumoniae (PRSP/PISPELSH) 17
104| Vibrio fluvialis 381|PRSP/PISP 162 Trichomonas vaginalis 422| Anaerobes 4
115| Vibrio mimicus 0. ) 1 A&t 44 0| | 125|Mycoplasma pneumoniae
116| Vibrio vulnificus 422 Anaerobes 9 &t 571 0
206| Aeromonas hydrophila 125| Mycoplasma pneumoniae
207| Aeromonas sobria 116| Vibrio wunificus ZRRIK: 90K - K- BB A E
111|Aeromonas hydrophila/sobria TR EF &% 47 0 IREE : IHEE R U S IREEN S D1
MRSAmethicillin-resistant S.aureus HER B [RERSIESSUTREN O H
PRSP;penicillin-resistant S.pneumoniae FEED : PRERFRETRE RIB (558) ¥
PISP;penicillin-intermediate resistant S.pneumoniae
et FRERERABRE®
ERRMEER L2 —
E-oa=3 108 FAX:0952-30-5033
wEEAE W54 5A% e-mail:kansen—j@pref.saga.lgjp
SHREAT R R A 607 ) SIMEH R (D TE) 53 WA T A 54 ) SRS d ARAB( 2311)
FREE P FRER i [n ) ARER Y FREE it [wnna)
305|Escherichia coli B HilfE EHEC/VTEC 101| Plesiomonas sigelloides 1 001| Escherichia coli. 001 | Escherichia coli 78
093|Escherichia coli B IFNE ETEC| 208| Campylobacter jejuni 6 118 Haemophilus influenzae 003| Salmonella Typhi
02| Escherichia coli 1BMBALE EiEq] 209| Campylobacter coli 030| Neisseria meningitidis 004] Salmonella Paratyphi A
094 |Escherichia coli M AR KR EPEC 023| Campylobacter jejuni/coli BRI 13 106| Listeria monocytogenes 426 | Salmonella_spp.
095| Escherichia coli D FHIRME 241|MRSA 2 241|MRSA 118| Haemophilus influenzae 2
003| Salmonella Typhi 024| Staphylococcus aureus(MRSALLSY) 6 024 Staphylococcus aureus MRSALLS})| 1 030 | Neisseria meningitidis
004| Salmonella Paratyphi A 025| Clostridum perfringens 032| Streptococcus B 503 | Listeria monocytogenes
005| Salmonelta 02 026| Clostridum botulinum,E 381|PRSP/PISP 102| Pseudomonas aeruginosa 4
006| Salmonella 04 027| Clostridum botulinum E L5t 038 streptococeus pneumoniae PRSP/PISPELSY) 241|MRSA 27
007| Salmonella O7 028| Bacillus cereus &it 1 o 024 | Staphylococcus aureus (MRSALLSY) 25
008| Salmonella 08 Shigella dysenteriae #( ) 421 | Staphylococcus ATY 73—t BE1E 60
009| Salmonelta 09 1 Shigella flexneri ETE 032] Streptococeus B 6
010| Salmonella 09,46 Shigella boydii B ) SRS AR/ R R 1675) 381|PRSP/PISP
201| Salmonella 01,319 090| Shigella sonnei FREE i [wnnira| | 038 sereptococcus proumoniae (PRSP/PISPELSH) 4
014] Salmonella O13 091| Shigella BT 037| Bordetella pertussis 422| Anaerobes 22
015| Salmonella O18 041 Entamoeba histolytica 118 Haemophilus influenzae 28 042 | Plasmodium spp.
016 Salmonella LERUSNDEEC ) 042| Cryptosporidium spp. 030| Neisseria meningitidis 116] Vibrio vulnificus
017| Salmonella 878 043| Giardia lamblia 031| Streptococcus A 3 att 228 )
503| Listeria monocytogenes 501|ROTA virus 381|PRSP/PISP 16
018| Yersinia enterocolitica 502[ADENO virus 4 038| streptococcus pneumoniae PRSP/PISPLLSY) 6 53 MEHHE R BIEB (1237 )
019| Ypseudotuberculosis ot 34 0| | 036 Conynebacterium diohtheriae FREE i [nms)
405| Vicholerae O1:El TorOgawa,CT(+) 504 virus A 15 109| Mycobacterium tuberculosis 5
406| Vicholerae O1:El Tor,Ogawa CT(-) 53 R - TR RAKB( 165) 505 virus.AorB 110|Mycobacterium avium~intracellulare complex 10
407| Vicholerae O1:El TorInaba,CT(+) HERE R M [ 506|RS virus 12 119| Klebsiella pneumoniae 93
408| Vicholerae O1:El Tor]Inaba,CT(-) 001| Escherichia coli 2 &it 80 o 118 | Haemophilus influenzae 39
409| Vicholerae O1:Classical.Ogawa,CT(+) 119| Klebsiella preumoniae 7 039| Legionella preumophila 1
410| Vicholerae O1:Classical Ogawa,CT(-) 118| Haemophilus influenzae SIREH B AR BRAKM( 449) 102| Pseudomonas aeruginosa 122
411| Vicholerae O1:Classical.lnaba, CT(+) 030| Neisseria meningitidis BRERA B || 241|MRSA 147
412| Vicholerae O1:Classical Inaba,CT(-) 102| Pseudomonas aeruginosa 029 | Neisseria gonorrhoeae 024| Staphylococcus aureus (MRSALLSY) 98
413| Vicholerae 0139.CT(+) 163| Mycobacterium spp. 032| Streptococcus B 23 031] Streptococeus A
414 Vicholerae 0139,CT(-) 241|MRsA 2 179 Chlamydia trachomatis 032] Streptococeus B 36
415| Vicholerae 01801391454 024| Staphylococous aureus MRSALLS}) 11 124| Ureaplasma 381|PRSP/PISP 5
022| Vibrio parahaemolyticus 421 Staphylococous ATY 53—t BEHE 5 425| Candida albicans 14 038 | Streptococcus pneumoniae (PRSP/PISPLLSH) 15
104 Vibrio fluvialis 381|PRSP/PISP 162 7richomonas vaginalis 422 | Anaerobes 3
115| Vibrio mimicus 038 streptococcus pneumoniae (PRSP/PISPELS) ot 37 o| [ 125]|Mycoplasma preumoniae
116| Vibrio vulnificus 422 Anacrobes 5 att 574 )
206| Aeromonas hydrophila 125| Mycoplasma pneumoniae
207| Aeromonas sobria 118 Vibrio vulnificus BERI - MK - REOK - BN AR L
111{Aeromonas hydrophita/sobria 1R €4 1 it 32 0 VEEE : WHEE B U S EA D D D41 3

MRSA;methicillin-resistant S.aureus
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41

B . SE RS RS LU TR D DOH

BEER - R # FR 30 TR 452308

)L’}


mailto:kansen-j@pref.saga.lg.jp
mailto:kansen-j@pref.saga.lg.jp

et MRERHERKEBE SN
ERRBERE LS —
REHES 10565 FAX:0952-30-5033
HFERE SHs5E 6AH e-mail-kansen—j@pref.saga.lg.jp
SREM B T RIAE( 549 ) SR R (OTE) SRE B B B 47 ) _ SEEME:mE RIAB( 2607 )
HEES i [mrnen) HRER P FEER i |Enmg] HREA e
305 Escherichia coll B Hilitt EHEG/VTEC 101| Plesiomonas ? 001 | Escherichia coli 001| Escherichia coli 75
093|Escherichia coli HFFHE ETEC] 208| Campylobacter jejuni 1 118 i 003 Sa Typhi
092 |Escherichia coli #1112 ATE EIEC 209 Campylobacter coli 030 Neisseria meningitidis 004 | Sa/monella Paratyphi A
094|Escherichia coli FRABBE MAR EPEC 1 023| Campylobacter jejuni/coli FHI &Y 17 106| Listeria monocytogenes 426 | Salmonella spp.
095| Escherichia coli #1.D FHIR M 241|MRSA 3 241|MRSA 118 Haemophilus influenzae 1
003 Typhi 024| Staphylococcus aureus MRSALLS}) 4 024 Staphylococous aureus MRSALLS}) 030| Neisseria meningitidis
004| Salmonella Paratyphi A 025 Clostridum perfringens 032| Streptococcus B 503| Listeria monocytogenes
005 02 026 Clostridum botulinum,E 381|PRSP/PISP 102| Pseudomonas aeruginosa 14
006| Salmonella 04 3 027| Clostridum botulinum E\8% 038 streptococcus pneumoniae (PRSP/PISPRASY) 241|MRSA 14
007| Salmonella 07 3 028| Bacillus cereus A&t 0 of [ 024|Staphylococcus aureus(MRSALLS}) 19
008| Salmonella 08 Shigella dysenteriae % () 421 Staphylococcus A7 Tt Bt 53
009| Salmonella 09 Shigella flexneri B () 032 Streptococous B 6
010| Salmonella 09,46 Shigella boydi B ) __ SEHH RS/ REE RS 1551 ) 381|PRSP/PISP
201| Salmonella 013,19 090 Shigella sonnei BRES gty [wnnia| | 038]stroptococcus pneumonias PRSP/PISPELSY)
014 013 091] Shigella BT 037| Bordetella pertussis 422| Anaerobes 18
015| Salmonella 018 041| Entamoeba histolytica 118 i 43 042| P jun spp.
016| Salmonella LERLSI DB ) 042| Cryptosporidium spp. 030| Neisseria meningitidis 116 | Vibrio vulnificus
017| Salmonella BB 043| Giardia lamblia 031] Streptococcus A 2 &3t 200 [
503| Listeria monocytogenes 501|ROTA virus 381|PRSP/PISP 4
018| Yersinia enterocolitica 502[ADENO virus 038 |Streptococcus pneumoniae (PRSP/PISPIASY) 14 ped. ScbCHL 1S BB 1179 )
019| Yipseudotuberculosis &t 36 0 036 | Corynebacterium diphtheriae BFRER B |EnRiE
405| Vicholerae O1:El TorOgawa,CT(+) 504 virus.A 10 109| Mycobacterium tuberculosis 6
406| V.cholerae O1:El Tor,OgawaCT(-) S 3R iR 162 ) 505 virus.AorB 110|Mycobacterium avium=intracellulare complex 17
407| V.icholerae O1:El Tor]Inaba,CT(+) BRES W [ 506|RS virus 34 119| Klebsiella pneumoniae 93
408| Vicholerae O1:El TorlnabaCT(-) 001| Escherichia coli 5 Bt 107 of [ 118 jlus i 44
409| Vicholerae 01 :Classical.Ogawa,CT(+) 119| Klebsiella pneumoniae 1 039| Legionella pneumaphila
410| V.cholerae O1:Classical Ogawa,CT(-) 118| Haemophilus influenzae SREMH : MR Bk ( 505 ) 102| Pseudomonas aeruginosa 154
411| Vicholerae O1:ClassicalnabaCT(+) 030| Neisseria meningitidis BRES it |[wnnie| | 241 MRSA 148
412| Vicholerae O1:Classical.Inaba,CT(-) 102| Pseudomonas aeruginosa 029 Neisseria gonorrhoeae 1 024| Staphylococcus aureus(MRSALLSH) 93
413| Vicholerae 0139,CT(+) 163| Mycobacterium spp. 032| Streptococcus B 26 031 Streptococcus A
414| Vicholerae 0139,CT(-) 241|MRSA 3 179| Chlamydia trachomatis 032| Streptococcus B 41
415| Vicholerae 01801395451 1 024| Staphylococcus aureus MRSALLS}) 8 124| Ureaplasma 381|PRSP/PISP 5
022| Vibrio parahaemolyticus 421 Staphylococous 377 5t i1 5 425 | Candida albicans 18 038 Streptococcus pneumonize (PRSP/PISPLLSH) 25
104| Vibrio fluvialis 381|PRSP/PISP 162| Trichomonas vaginalis 422| Anaerobes 7
115| Vibrio mimicus [} ) it 45 0| | 125|Mycoplasma pneumoniae
116| Virio vulnificus 422| Anaerobes 3 &5t 633 [
206 Aeromonas hydrophila 125| Mycoplasma pneumoniae
207| Aeromonas sobria 116| Vibrio vulnificus R 9K - BEK- BAERRAE
111|Aeromonas hydrophita/sobria #EHI €4 3 it 25 0 UREE : WREE R U R IREE DS D
MRSA methicillin-resistant S.aureus TEEEIERE . RERSIRELUTREN DM
PRSP;penicillin-resistant S.pneumoniae P ED - FRAR AR E TEIRIB (552) ¥
PISP;penicillin-intermediate resistant S.pneumoniae
1 FREBRHRAE S #
EERMEREE S
WA 10/ 5% FAX:0952-30-5033
HEAR SHs5E 7AS e-mail:kansen—j@pref saga.lgjp
SREMH: EE B 482 ) SHEAH : KB (D5F) SREMH : B BRAM( 45 ) SRS : Mk HikE( 2500 )
HREASZ i [wrl BRES Ll e HREA ity | HREAL S
305|Escherichia coli BB Mt EHEC/VTEC 4 101| Plesiomonas sigelloides 1 001 Escherichia coli 001| Escherichia coli 80
093|Escherichia coli HFFHE ETEC 208| Campylobacter jejuni 4 118 Haemophilus influenzae 003 | Salmonella Typhi
092|Escherichia coli fMBALE EIEC| 209| Campylobacter coli 030| Neisseria meningitidis 004| Salmonella Paratyphi A
094|Escherichia coli R ARB M MiFR EPEC 2 023 Campylobacter jejuni/coli BRIt 14 106 | Listeria monocytogenes 426 | Salmonella spp.
095| Escherichia coli D FHIRE 1 241|MRSA 7 241|MRSA 118 lus ir 2
003| Salmonella Typhi 024| Staphylococcus aureus(MRSALASH) 5 024 Staphylococcus aureus MRSALASH) 030 | Neisseria meningitidis
004| Salmonella Paratyphi A 025 Clostridum perfringens 2 032| Streptococcus B 503| Listeria monocytogenes
005| Salmonella 02 026 Clostridum botulinum,E 381|PRSP/PISP 102| Pseudomonas aeruginosa 17
006 | Salmonella 04 027| Clostridum botulinum EXAg% 038 |streptococcus pneumoniae (PRSP/PISPEASY) 241|MRSA 24
007| Salmonella 07 3 028|Bacillus cereus A&t 0 0| | 024|Staphylococcus aureus(MRSALLS}) 21
008| Salmonella 08 Shigella dysenteriae E () 421| Staphylococcus AT -t IEHE 69
009| Salmonella 09 1 Shigella flexneri B () 032| Streptococcus B
010| Salmonella 09,46 Shigella boydii () SRR R/ RENE  AR{AE( 1981 ) 381 |PRSP/PISP
201| Salmonella 01,3,19 090| Shigella sonnei RRER R |Ere | 038 | Streptococcus pneumoniae (PRSP/PISPLLSH)
014| Salmonella 013 091| Shigella BT 037| Bordetella pertussis 422| Anaerobes 16
015| Salmonella 018 041| Entamoeba histolytica 118 i 34 042| P jum spp.
016 Salmonella LERUNDE( ) 042| Cryptosporidium spp. 030| Neisseria meningitidis 116| Vibrio vulnificus
017| Salmonella BT 043| Giardia lamblia 031| Streptococcus A 1 &5 229 0
503 Listeria monocytogenes 501|ROTA virus 381|PRSP/PISP 12
018| Yersinia enterocolitica 1 502| ADENO virus 038 | Streptococcus pneumoniae (PRSP/PISPELSY) 11 Pl LkiHL 33 AR 1153 )
019| Ypseudotuberculosis Bt 47 0 036 | Corynebacterium diphtheriae BRES B |EniwE
405| Vicholerae O1:El Tor.Ogawa,CT(+) 504 virus.A 1 109 | Mycobacterium tuberculosis 3
406| V.cholerae O1:El Tor,Ogawa,CT(-) SR B : B K BA%( 173 ) 505 virus.AorB 1 110|Mycobacterium avium-intracellulare complex 20
407| Vicholerae O1:El TorInaba CT(+) HRESA R [Erree 506/|RS virus 26 119 | Klebsiella pneumoniae 83
408| Vicholerae O1:El TorlnabaCT(-) 001|Escherichia coli 3 &t 96 of [ 118 jlus i 40
409| Vicholerae 01:Classical.Ogawa,CT(+) 119| Klebsiella pneumoniae 4 039 | Legionella pneumophila
410 V.cholerae O1:Classical,Ogawa,CT(-) 118| Haemophilus influenzae SR ERE BIRS( 486 ) 102 | Pseudomonas aeruginosa 150
411| Vicholerae O1:Classicallnaba CT(+) 030| Neisseria meningitidis BRER R |E i 241|MRSA 132
412| Vicholerae O1:ClassicalInaba,CT(-) 102| Pseudomonas aeruginosa 2 029 Neisseria gonorrhoeae 024| Staphylococcus aureus(MRSALLSH) 92
413| V.cholerae 0139,CT(+) 163| Mycobacterium spp. 032| Streptococcus B 30 031 Streptococcus A
414| V.cholerae 0139,CT(-) 241|MRSA 179| Chlamydia trachomatis 032| Streptococcus B 30
415| Vicholerae 018&0139 5451 024| Staphylococous aureus (MRSALLS}) 11 124| Ureaplasma 381|PRSP/PISP 5
022 Vibrio parahaemolyticus 421| Staphylococcus 7Y Tt Bt 3 425| Candida albicans 20 038 straptococcus pneumoniae (PRSP/PISPLLSH) 25
104| Vibrio fluvialis 381|PRSP/PISP 162| Trichomonas vaginalis 422| Anaerobes 2
115| Vibrio mimicus 0. ) A&t 50 0| | 125|Mycoplasma pneumoniae
116| Vibrio vulnificus 422| Anaerobes 12 & 582 0
206| Aeromonas hydrophila 125| Mycoplasma pneumoniae
207| Aeromonas sobria 1 16| Vibrio vulnificus BRI K - MK - BB ARG E
111|Aeromonas hydrophita/sobria BRI €T 1 &t 35 0 IREE : REE K U S IREE D D

MRSAmethicillin-resistant S.aureus
PRSP;penicillin-resistant S.pneumoniae

PISP;penicillin-intermediate resistant S.pneumoniae
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a1 FRAEBHRRBEE
EERMEREL S —
HMEME 10ME 8% FAX:0952-30-5033
RENSE 154 8AH e-mailkansen-j@pref.sagalgjp
SR K BikE( 497 ) S E: RE(O5F) SR R Bk 59 ) SRk B ( 2648 )
HEES i [mrnea| HRES R [mnne FEEA i |Ennig] FREA e
305 | Escherichia coli By M1t EHEC/VTEC 2 101| Plesiomonas sigelloides 001 | Escherichia coli 001 | Escherichia coli 65
093|Escherichia coli HHRTE ETEC] 208| Campylobacter jejuni 118 Haemophilus influenzae 003 | Salmonella Typhi
092|Escherichia coli MR EIEC 209| Campylobacter coli 1 030 | Neisseria meningitidis 004| Salmonella_Paratyphi A
094|Escherichia coli 5B X k5B ;&R EPEC 2 023| Campylobacter jejuni/coli 18RI €3 17 106 | Listeria monocytogenes 426 | Salmonella_spp.
095| Escherichia coli D FHIRME 3 241|MRSA 8 241|MRSA 1 118 | Haemophilus influenzae 2
003| Salmonella Typhi 024| Staphylococcus aureus (MRSALLS}) 5 024 Staphylococcus aureus MRSALLS}) 030 | Neisseria meningitidis
004| Salmonella Paratyphi A 025 Clostridum perfringens 1 032| Streptococcus B 503| Listeria monocytogenes
005| Salmonella 02 026 Clostridum botulinum,E 381|PRSP/PISP 102| Pseudomonas aeruginosa 3
006 | Salmonella 04 1 027| Clostridum botulinum EX\5% 038 streptococcus pneumoniae (PRSP/PISPIASY) 241[MRSA 9
007| Salmonella 07 5 028|Bacillus cereus A&t 1 of [ 024|Staphylococcus aureus(MRSALLS}) 25
008 08 Shigella dysenteriae () 421| Staphylococcus ATY 7t BEtE 46
009| Salmonella 09 Shigella flexneri __ F () 032| Streptococcus B 4
010| Salmonella 09,46 Shigella boydii B ) SYMETE: IR/ MR B AH( 2155 ) 381|PRSP/PISP
201| Salmonella 01,3,19 090| Shigella sonnei ] BERES W |wore | 038 | Streptococcus pneumoniae (PRSP/PISPELSH) 1
014| Salmonella O13 091] Shigella BT 037|Bordetella pertussis 422| Anaerobes 18
015| Salmonella 018 041|Entamoeba histolytica 118 i 18 042| P jun_ spp.
016| Salmonella LERLSDE( ) 042| Cryptosporidium spp. 030| Neisseria meningitidis 116 | Vibrio vulnificus 2
017| Salmonella BT8R 043| Giardia lamblia 031| Streptococcus A 5 &5t 175 [}
503| Listeria monocytogenes 501|ROTA virus 381|PRSP/PISP 2
018| Yersinia enterocolitica 1 502| ADENO virus 038|treptococcus pneumoniae (PRSP/PISPLASY) 3 SBHE: R Bik#( 1348 )
019| Vpseudotuberculosis &t 49 0 036 | Corynebacterium diphtheriae FRER B |EnRiE
405| Vicholerae O1:El TorOgawa,CT(+) 504 virus A 37 109| Mycobacterium tuberculosis 9
406/ V.cholerae O1:El Tor.Ogawa CT(-) SRR ER& BEKC 132 ) 505 virus,AorB 110 | Mycobacterium avium-intracellulare complex 21
407| Vicholerae O1:El TorInaba,CT(+) FRES By |#a%5%E | 506|RS virus 22 119 | Klebsiella pneumoniae 120
408| Vicholerae O1:El TorlnabaCT(-) 001|Escherichia coli 2 &t 87 of [ 118 jlus i 35
409| Vicholerae O1:Classical Ogawa,CT(+) 119| Klebsiella pneumoniae 1 039| Legionella pneumophila
410 Vicholerae O1:Classical,0gawa,CT(-) 118| Haemophilus influenzae SRR EWE BER( 475 ) 102 | Pseudomonas aeruginosa 143
411| Vicholerae O1:Classicallnaba, CT(+) 030| Neisseria meningitidis BERES i | | 241|MRSA 153
412| Vicholerae O1:ClassicalInaba,CT(-) 102| Pseudomonas aeruginosa 1 029 Neisseria gonorrhoeae 024| Staphylococcus aureus(MRSALLSH) 100
413| Vicholerae 0139,CT(+) 163| Mycobacterium spp. 032| Streptococcus B 30 031 Streptococcus A 1
414| Vicholerae 0139,CT(-) 241|MRSA 4 179| Chlamydia trachomatis 032| Streptococcus B 31
415| Vicholerae 01801395454 024| Staphylococcus aureus (MRSALLS}) 4 124| Ureaplasma 381|PRSP/PISP 3
022| Vibrio parahaemolyticus 421| Staphylococcus 79 Tt Btk 6 425| Candida albicans 19 038 Streptococcus pneumoniae (PRSP/PISPELSH) 18
104| Vibrio fluvialis 381|PRSP/PISP 162| Trichomonas vaginalis 422| Anaerobes 3
115| Vibrio mimicus 038 ) aE 49 0 125| Mycoplasma pneumoniae
116| Vitrio vulnificus 422| Anaerobes 5 &5 637 [
206 Aeromonas hydrophila 1 125| Mycoplasma pneumoniae
207|Aeromonas sobria 116 Vibrio vulnificus ZRRI%: 9K - BK- BET RS
111|Aeromonas hydrophita/sobria #BHI€ 4 2 it 23 0 UREE : MREE R U R IREE DS D
MRSA methicillin-resistant S.aureus TEEEIERE . RERSIRBLUTREN SO
PRSP;penicillin-resistant S.pneumoniae BRER: FRERPRIETAEIRIB (533) ¥
PISP;penicillin-intermediate resistant S.pneumoniae
1 FREBRHRAE S #
EERMEREE S
WA 10/ 5% FAX:0952-30-5033
HEAR SH5E 9AS e-mail:kansen—j@pref saga.lgjp
SREMH: EE Bk 532 ) SN E: KB (O5F) NN B BB 46 ) SHEMH : ik Bik%( 2379 )
HREASZ g [l BRES el el HREA L HREAL el el
305|Escherichia coli BB Mt EHEC/VTEC 1 101| Plesiomonas sigelloides 1 001 Escherichia coli 001| Escherichia coli 74
093|Escherichia coli HFFHE ETEC 208| Campylobacter jejuni 2 118 Haemophilus influenzae 003 | Salmonella Typhi
092|Escherichia coli fMBALE EIEC| 209| Campylobacter coli 030| Neisseria meningitidis 004| Salmonella Paratyphi A
094|Escherichia coli R ARB M MiFR EPEC 023 Campylobacter jejuni/coli BRIt 18 106 | Listeria monocytogenes 426 | Salmonella spp.
095| Escherichia coli 0 FH#IFE 241|MRSA 3 241|MRSA 118 lus i
003| Salmonella Typhi 024| Staphylococous aureus (MRSALLS}) 7 024 Staphylococcus aureus MRSALASH) 030 | Neisseria meningitidis
004| Salmonella Paratyphi A 025 Clostridum perfringens 032| Streptococcus B 503| Listeria monocytogenes
005| Salmonella 02 026 Clostridum botulinum,E 381|PRSP/PISP 102| Pseudomonas aeruginosa 14
006 | Salmonella 04 7 027| Clostridum botulinum EXAg% 038 |streptococcus pneumoniae (PRSP/PISPEASY) 241|MRSA 2
007| Salmonella 07 1 028|Bacillus cereus A&t 0 0| | 024|Staphylococcus aureus(MRSALLS}) 11
008| Salmonella 08 1 Shigella dysenteriae () 421| Staphylococcus AT -t IEHE 38
009| Salmonella 09 Shigella flexneri B () 032| Streptococcus B 3
010| Salmonella 09,46 Shigella boydii B SHEMR: RER/ MIER  BiRM( 2270 ) 381|PRSP/PISP 1
201| Salmonella 01,3,19 090| Shigella sonnei RRER R |Ere | 038 | Streptococcus pneumoniae (PRSP/PISPLLSH)
014| Salmonella 013 091| Shigella BT 037| Bordetella pertussis 422| Anaerobes 11
015| Salmonella 018 041|Entamoeba histolytica 118 i 10 042| P jum spp.
016| Salmonella LERLUSNDE( ) 042| Cryptosporidium spp. 030| Neisseria meningitidis 116| Vibrio vulnificus
017| Salmonella B7<83 043| Giardia lamblia 031| Streptococcus A 5 &5 154 0
503 Listeria monocytogenes 501|ROTA virus 381|PRSP/PISP 4
018| Yersinia enterocolitica 502| ADENO virus 038 | Streptococcus pneumoniae (PRSP/PISPELSY) 4 SREE B RiRS( 1249 )
019| Ypseudotuberculosis Bt 42 0 036 | Corynebacterium diphtheriae BRES B |EniwE
405| Vicholerae O1:El Tor.Ogawa,CT(+) 504 virus.A 206 109 | Mycobacterium tuberculosis 7
406| V.cholerae O1:El Tor,Ogawa,CT(-) SRR M A% 132 ) 505 virus.AorB 110|Mycobacterium avium-intracellulare complex 13
407| Vicholerae O1:El TorInaba CT(+) HRESA R [Erree 506/|RS virus 4 119 | Klebsiella pneumoniae 110
408| Vicholerae O1:El TorlnabaCT(-) 001|Escherichia coli 5 &t 233 of [ 118 jlus i 33
409| Vicholerae O1:Classical,OgawaCT(+) 119| Klebsiella pneumoniae 1 039 | Legionella pneumophila
410 V.cholerae O1:Classical,Ogawa,CT(-) 118| Haemophilus influenzae M SRR Bk 451 ) 102 | Pseudomonas aeruginosa 163
411| Vicholerae O1:Classicallnaba CT(+) 030| Neisseria meningitidis BRER R |E i 241|MRSA 140
412| Vicholerae O1:ClassicalInaba,CT(-) 102| Pseudomonas aeruginosa 1 029 Neisseria gonorrhoeae 1 024| Staphylococcus aureus(MRSALLSH) 82
413| V.cholerae 0139,CT(+) 163 Mycobacterium spp. 032| Streptococcus B 31 031 Streptococcus A 2
414| V.cholerae 0139,CT(-) 241|MRSA 179| Chlamydia trachomatis 032| Streptococcus B 31
415| Vicholerae 018&0139 5451 024| Staphylococous aureus (MRSALLS}) 124| Ureaplasma 381|PRSP/PISP 7
022 Vibrio parahaemolyticus 421| Staphylococcus 7Y Tt Bt 4 425| Candida albicans 24 038 straptococcus pneumoniae (PRSP/PISPLLSH) 11
104| Vibrio fluvialis 381|PRSP/PISP 162| Trichomonas vaginalis 422| Anaerobes 9
115| Vibrio mimicus 0. ) A&t 56 0| | 125|Mycoplasma pneumoniae
116| Vibrio vulnificus 422| Anaerobes 9 & 608 0
206| Aeromonas hydrophila 125| Mycoplasma pneumoniae
207| Aeromonas sobria 16| Vibrio vulnificus ZRRIK: 9K - K- BB S
111|Aeromonas hydrophita/sobria BRI €T 1 &t 20 0 IREE : REE K U S IREE D D

MRSAmethicillin-resistant S.aureus
PRSP;penicillin-resistant S.pneumoniae

PISP;penicillin-intermediate resistant S.pneumoniae
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1 FREBRHRAE S #
EERMEREE S
WA 10/ 5% FAX:0952-30-5033
BEAR SM5E 10AS e-mail:kansen—j@pref saga.lgjp
SRS KE B 403 ) SN B K (D5F) SREMH : B AR 55 ) SRS : Mk HikE( 2398 )
HREASZ g [wrel FRES Ll e HRES ity | HREAL LS
305|Escherichia coli BB Mt EHEC/VTEC 101|Plesiomonas sigelloides 001 | Escherichia coli 001| Escherichia coli 65
093|Escherichia coli HFFHE ETEC 208| Campylobacter jejuni 2 118| Haemophilus influenzae 003 | Salmonella Typhi
092|Escherichia coli fMBALE EIEC| 209| Campylobacter coli 030 | Neisseria meningitidis 004| Salmonella Paratyphi A
094|Escherichia coli R KRB MiAR EPEC 1 023 Campylobacter jejuni/coli BRI ¢ 20 106| Listeria monocytogenes 1 426 Salmonella_spp.
095| Escherichia coli #1D FHIRME 2 241|MRSA 4 241|MRSA 118 lus ir 1
003| Salmonella Typhi 024| Staphylococous aureus (MRSALLS}) 1 024| Staphylococcus aureus MRSALLS}) 030| Neisseria meningitidis
004| Salmonella Paratyphi A 025| Clostridum perfringens 1 032| Streptococcus B 503 | Listeria monocytogenes 1
005| Salmonella 02 026| Clostridum botulinum,E 381|PRSP/PISP 102 | Pseudomonas aeruginosa 14
006 | Salmonella 04 2 027| Clostridum botulinum E L5} 038 |streptococcus pneumoniae (PRSP/PISPEASY) 241|MRSA 13
007| Salmonella 07 1 028|Bacillus cereus A&t 1 0| | 024|Staphylococcus aureus(MRSALLS}) 20
008| Salmonella 08 Shigella dysenteriae () 421| Staphylococcus AT -t IEHE 25
009| Salmonella 09 Shigella flexneri  E () 032| Streptococcus B 3
010| Salmonella 09,46 Shigella boydii () SRR R/ RERE  AR{AB( 1760 ) 381 |PRSP/PISP
201| Salmonella 01,3,19 090| Shigella sonnei RRER R |Erie | 038 | Streptococcus pneumoniae (PRSP/PISPLLSH)
014| Salmonella 013 091| Shigella BT 037| Bordetella pertussis 422| Anaerobes 14
015| Salmonella 018 041|Entamoeba histolytica 118 i 6 042/ P jum spp.
016| Salmonella LERUNDE( ) 042| Cryptosporidium spp. 030| Neisseria meningitidis 116| Vibrio vulnificus
017| Salmonella BT 043| Giardia lamblia 031| Streptococcus A 8 &5 156 0
503 Listeria monocytogenes 501|ROTA virus 381|PRSP/PISP 1
018| Yersinia enterocolitica 502| ADENO virus 2 038 |Streptococcus pneumoniae (PRSP/PISPELSY) 5 Pl LkiHL 33 BB 131 )
019| Ypseudotuberculosis Bt 37 0 036 | Corynebacterium diphtheriae BRES B |EniwE
405| V.cholerae O1:El Tor Ogawa,CT(+) 504 virus.A 169 109| Mycobacterium tuberculosis 3
406| V.cholerae O1:El Tor,0gawa,CT(-) SRR R BwiAS(C 192 ) 505 virus,AorB 4 110|Mycobacterium avium-intracellulare complex 21
407| Vicholerae O1:El TorInaba CT(+) HRESA R [Erre 506|RS virus 2 119 | Klebsiella pneumoniae 112
408| V.cholerae O1:El TorInaba,CT(-) 001|Escherichia coli 9 &t 195 of [ 118 jlus i 33
409| Vicholerae O1:Classical,Ogawa CT(+) 119| Klebsiella pneumoniae 039| Legionella pneumophila
410 V.cholerae O1:Classical,0gawa,CT(-) 118| Haemophilus influenzae SR ERE R 479 ) 102 | Pseudomonas aeruginosa 157
411| Vicholerae O1:ClassicallnabaCT(+) 030| Neisseria meningitidis BRES R |E i 241|MRSA 121
412| Vicholerae O1:Classical.InabaCT(-) 102| Pseudomonas aeruginosa 2 029 | Neisseria gonorrhoeae 024| Staphylococcus aureus(MRSALAS}) 74
413| Vicholerae 0139,CT(+) 163 Mycobacterium spp. 1 032| Streptococcus B 20 031| Streptococcus A
414| V.cholerae 0139,CT(-) 241|MRSA 3 179| Chlamydia trachomatis 032| Streptococcus B 32
415| Vicholerae 018&0139 5454 024| Staphylococous aureus (MRSALLS}) 9 124| Ureaplasma 381|PRSP/PISP 4
022| Vibrio parahaemolyticus 421| Staphylococcus 7Y 5~ &M 4 425| Candida albicans 21 038 | Streptococcus pneumoniae (PRSP/PISPELSH) 16
104| Vibrio fluvialis 381|PRSP/PISP 162 Trichomonas vaginalis 422| Anaerobes 6
115| Vibrio mimicus 0. ) A&t 41 0| | 125|Mycoplasma pneumoniae
116| Vibrio vulnificus 422 Anaerobes 17 & 579 0
206| Aeromonas hydrophila 125| Mycoplasma pneumoniae
207| Aeromonas sobria 1 16| Vibrio vulnificus ZRRIK: 90K - K- BB A E
111|Aeromonas hydrophila/sobria TR EF &% 45 0 IREE : IHEE R U S IREEN S D1
MRSA;methicillin-resistant S.aureus HER B [RERSIESSUTREN O H
PRSP;penicillin-resistant S.pneumoniae FEED : PRERFRETRE RIB (558) ¥
PISP;penicillin-intermediate resistant S.pneumoniae
1 FREBRHRKRBE®
ERRMEREE S —
E- 3= 1] 1068 FAX:0952-30-5033
HMEART SHISE 11A% e-mail:kansen—j@pref.saga.lgjp
SR RE BEB( 471 ) SEHHE:RE(OTE) SREFH : BB Bk 63 ) SN Mk BIRM( 2424 )
HREE g [woe | FERER ik [wrwo| ERER e FREZ g [mneal
305| Escherichia coli 1%t M1t EHEC/VTEC 1 101|Plesiomonas sigelloides 001 | Escherichia coli 001| Escherichia coli 69
093|Escherichia coli %R ETEC] 208| Campylobacter jejuni 118 /! 003 Typhi
092|Escherichia coli fHBATE EIEC 209| Campylobacter coli 030 | Neisseria meningitidis 004| Salmonella Paratyphi A
094|Escherichia coii FIR KRB MiFL EPEC 023| Campylobacter jejuni/coli FHI 9 17 106| Listeria monocytogenes 426 Salmonella_spp. 2
095| Escherichia coli 1) FHIRHE 241|MRSA 2 241|MRSA 118 ilus ir 1
003| Salmonella Typhi 024| Staphylococcus aureus MRSALAS}) 6 024| Staphylococcus aureus MRSALLS}) 2 030| Neisseria meningitidis
004| Salmonella Paratyphi A 025| Clostridum perfringens 032| Streptococcus B 503 | Listeria monocytogenes
005| Salmonella 02 026| Clostridum botulinum,E 381|PRSP/PISP 1 102| Pseudomonas aeruginosa 15
006 Saimonella 04 027| Clostridum botulinum ELAS% 038 | Streptococcus pneumoniae (PRSP/PISPELS}) 1 241 |MRSA 20
007| Salmonella O7 2 028| Bacillus cereus At 4 0 024 | Staphylococcus aureus(MRSALLSY) 17
008| Salmonella 08 2 Shigella dysenteriae % () 421 Staphylococcus ATY Tt BEtE 38
009| Salmonella 09 Shigella flexneri B ) 032 | Streptococcus B 7
010| Salmonella 09,46 Shigella boydi B ) SRR/ B BRI 2548 ) 381|PRSP/PISP
201| Salmonella 01,319 090| Shigella sonnei ] RREE R | | 038 | Streptococcus pneumoniae (PRSP/PISPLLSH) 3
014| Salmonela 013 091| Shigella BRH 037| Bordetella pertussis 422| Anaerobes 22
015| Salmonella 018 041| Entamoeba histolytica 118 /! 3 042 Pl i SPP.
016| Salmonella LEBUNDE( ) 1 042| Cryptosporidium spp. 030| Neisseria 116| Vibrio vulnificus
017| Salmonella #7883 043| Giardia lamblia 031| Streptococcus A 17 &t 194] 0
503| Listeria monocytogenes 501|ROTA virus 381|PRSP/PISP 1
018| Yersinia enterocolitica 502[ADENO virus 1 038|Streptococcus pneumoniae (PRSP/PISPILSY) 8 SR R A ( 1200 )
019| Ypseudotuberculosis aE 33 0 036 | Corynebacterium diphtheriae HERER b |woe |
405| V.cholerae O1:El TorOgawa,GT(+) 504 virus A 272 109| Mycobacterium tuberculosis 3
406| Vicholerae O1:El Tor,OgawaCT(-) ped LikiER 3 b4 BEB(C 178 ) 505 virus AorB 4 110 | Mycobacterium avium-intracellulare complex 19
407| Vicholerae O1:El TorInaba,CT(+) BREZ i [ | 506|RS virus 2 119 | Klebsiella jé 113
408| V.cholerae O1:E| TorInaba,CT(-) 001|Escherichia coli 6 &t 307 of [ 118 i 44
409| Vicholerae O1:Classical.Ogawa,CT(+) 119| Klebsiella pneumoniae 039
410| Vicholerae O1:Classical Ogawa,GT(-) 118| Haemophilus influenzae SRR : MR B 471 ) 102| Pseudomonas aeruginosa 174
411| Vicholerae O1:Classicallnaba CT(+) 030|Neisseria meningitidis HERE R I 241|MRSA 141
412| Vicholerae O1:Classicallnaba,CT(-) 102| Pseudomonas aeruginosa 1 029| Neisseria gonorrhoeae 024 Staphylococcus aureus(MRSALLSY) 85
413| Vicholerae 0139,CT(+) 163| Mycobacterium spp. 032| Streptococcus B 33 031] Streptococcus A 1
414| Vicholerae 0139,CT(-) 241|MRSA 1 179 Ch/ 032 | Streptococcus B 33
415| Vicholerae 01801395451 024| Staphylococcus aureus MRSALLS}) 6 124| Ureaplasma 381|PRSP/PISP 1
022| Vibrio parahaemolyticus 421 Staphylococous A7) 53—t BEME 4 425 | Candida albicans 23 038| Streptococcus pneumoniae (PRSP/PISPELSH) 24
104| Vibrio fluvialis 381|PRSP/PISP 162 Trichomonas vaginalis 422| Anaerobes 3
115| Vibrio mimicus 0838 streptococcus pneumoniae (PRSP/PISPELSY) &t 56 0 125| Mycoplasma pneumoniae
116 Vibrio vulnificus 422| Anaerobes 20 &t 641 0
206| Aeromonas hydrophila 125| Mycoplasma pneumoniae
207| Aeromonas sobria 116| Vibrio vulnificus R oK - MK - BB R R E
111[Aeromonas hydrophita/sobria #8513 1 BEF 38 0 VRS : WHEE R U S IREED S D1 R

MRSA;methicillin-resistant S.aureus

PRSP;penicillin-resistant S.pneumoniae

PISP:penicillin-intermediate resistant S.pneumoniae
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1 FREBRHRAE S #
EERMEREE S
$RESHAT 10/85% FAX:0952-30-5033
WERR SM5E 12A% e-mail:kansen-i@pref saga.lgp
SRS KE BAR( 576 ) SR RAE (DDF) SREMH : B BAER( 54 ) SRS ik B ( 2489 )

BEES i |mowe BEES Pl FEER B [ BRER B [mnms|
305|Escherichia coli BB Mt EHEC/VTEC 1 101| Plesiomonas sigelloides 001 Escherichia coli 001 | Escherichia coli 79
093|Escherichia coli HFBHE ETEC] 208| Campylobacter jejuni 118 Haemophilus influenzae 003 | Salmonella Typhi
092|Escherichia coli #HBALE EIEC 1 209| Campylobacter coli 030| Neisseria meningitidis 004| Salmonella Paratyphi A
094 |Escherichia coli IR A M MEL EPEC 023| Campylobacter jejuni/coli R £ 15 106 | Listeria monocytogenes 1 426 | Salmonella spp.
095| Escherichia coli #1D FHIRME 1 241|MRSA 241|MRSA 118 lus i
003| Salmonella Typhi 024 Staphylococcus aureus(MRSALASH) 4 024 Staphylococcus aureus MRSALASH) 1 030 | Neisseria meningitidis
004| Salmonella Paratyphi A 025 Clostridum perfringens 032| Streptococcus B 503| Listeria monocytogenes 2
005| Salmonella 02 026 Clostridum botulinum,E 381|PRSP/PISP 102| Pseudomonas aeruginosa 3
006| Salmonella 04 1 027| Clostridum botulinum EX\5% 038 treptococcus preumoniae PRSP/PISPELSY) 241|MRSA 15
007| Salmonella 07 4 028| Bacillus cereus &t 2 0| | 024|Staphylococcus aureus(MRSALLSH) 24
008| Salmonella 08 Shigella dysenteriae E () 421 Staphylococcus A7 Tt Bt 40
009| Salmonella 09 1 Shigella flexneri B () 032 | Streptococcus B 2
010| Salmonella 09,46 Shigella boydii () SRR R/ RENE  AR{KB( 2555 ) 381 |PRSP/PISP
201| Salmonella 01,3,19 090| Shigella sonnei RRER R |Erie | 038 | Streptococcus pneumoniae (PRSP/PISPLLSH) 6
014| Salmonella 013 091|Shigella BB 037| Bordetella pertussis 422| Anaerobes 22
015| Salmonella 018 041| Entamoeba histolytica 118 i 17 042| P jum spp.
016| Salmonella RSN DE( ) 042| Cryptosporidium spp. 030| Neisseria meningitidis 116| Vibrio vulnificus
017| Salmonella BT 043| Giardia lamblia 031 Streptococcus A 19 &5 193 0
503| Listeria monocytogenes 501[ROTA virus 381|PRSP/PISP 1
018| Yersinia enterocolitica 502| ADENO virus 4 038 |Streptococcus pneumoniae (PRSP/PISPELSY) 2 Pl LkiHL 33 RS 1233 )
019| Ypseudotuberculosis Bt 32 0 036 | Corynebacterium diphtheriae BRES B |EniwE
405| Vicholerae O1:El Tor.Ogawa,CT(+) 504 virus.A 428 109 | Mycobacterium tuberculosis 6
406| V.cholerae O1:El Tor,Ogawa,CT(-) SR B : B K Bk 197 ) 505 virus.AorB 35 110|Mycobacterium avium-intracellulare complex 15
407| Vicholerae O1:El TorInaba CT(+) HRESA R [Erre 506|RS virus 119 | Klebsiella pneumoniae 76
408| Vicholerae O1:El TorlnabaCT(-) 001| Escherichia coli 5 &t 502 of | 118 lus ir 40
409| Vicholerae 01:Classical.Ogawa,CT(+) 119| Klebsiella pneumoniae 4 039 | Legionella pneumophila
410 V.cholerae O1:Classical,0gawa,CT(-) 118| Haemophilus influenzae SR ERE R 504 ) 102 | Pseudomonas aeruginosa 146
411| Vicholerae O1:ClassicallnabaCT(+) 030| Neisseria meningitidis BRES R |E i 241|MRSA 126
412| Vicholerae O1:ClassicalInaba,CT(-) 102| Pseudomonas aeruginosa 4 029 Neisseria gonorrhoeae 024| Staphylococcus aureus(MRSALLSH) 110
413| Vicholerae 0139,0T(+) 163| Mycobacterium spp. 032| Streptococcus B 28 031 Streptococcus A 1
414| Vicholerae 0139,0T(-) 241|MRSA 1 179| Chlamydia trachomatis 032| Streptococcus B 39
415| Vicholerae 01801391151 024 Staphylococcus aureus(MRSALASH) 9 124| Ureaplasma 381|PRSP/PISP 3
022 Vibrio parahaemolyticus 421| Staphylococcus 7Y Tt Bt 2 425| Candida albicans 21 038 streptococcus pneumoniae (PRSP/PISPLLSH) 15
104| Vitrio fluvialis 381|PRSP/PISP 162| Trichomonas vaginalis 422| Anaerobes 4
115| Vibrio mimicus 0, ) 1 &t 49 0| | 125|Mycoplasma pneumoniae
116| Vibrio vulnificus 422| Anaerobes 38 & 581 0
206| Aeromonas hydrophila 125| Mycoplasma pneumoniae
207| Aeromonas sobria 16| Vibrio vulnificus BRI K- Bk BET R E
111|Aeromonas hydrophila/sobria TR EF &% 64 0 IREE : IHEE R U S IREEN S D1

MRSA;methicillin-resistant S.aureus

PRSP;penicillin-resistant S.pneumoniae

PISP;penicillin-intermediate resistant S.pneumoniae
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